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Introduction

The question of origins has fascinated thoughtful men and
women for millennia. How we came to be, who we are, and why
things are the way we find them—such subjects have occupied
human minds since the dawn of recorded history. Some of the
earliest written texts known to us, in fact, concern these topics,!
while even to the present day, whole fields of research (e.g.,
paleontology, archaeology, geology, and much of biology) are
largely devoted to the question of origins.

The Bible, which has greatly influenced Western thought for
many centuries, gives in its opening chapters the account of
Creation; and thus most people in our culture have held the view
that the world and the living things within it are the work of God,
the Creator.2 And whatever one’s beliefs about this topic may be,
it must at least be admitted that the concept of creation does
have a certain intuitive appeal. The beauty of peacock feathers
or of flowers, the majesty of a forest of towering redwoods or a
snow-capped mountain, the intricate complexity required for
vision or powered flight or bioluminescence—these and
countless other examples have moved the vast majority of all
humans throughout our written history to see the world as
designed, as a work of art formed by a Creator. Francis Crick, for
example, who with James D. Watson elucidated the structure of
DNA, himself an ardent evolutionist, noted,

“Organisms appear as if they had been designed to perform in
an astonishingly efficient way, and the human mind therefore
finds it hard to accept that there need be no Designer to
achieve this.”?

Later in the same work, he admonishes biologists to

1E.g, the Gilgamesh Epic, from the 3rd millennium B.C.
2 Gallop poll and Pew Forum data indicate that about 3/4 of the U.S.
population hold either creation or God-guided evolution.
3 Crick, What Mad Pursuit, 1988, pg. 30.
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“constantly keep in mind that what they see was not designed,
but rather evolved.”*

Thus, Crick and others who share his philosophy find it
necessary to maintain a deliberate effort to ward off the
conclusion of design, which still strikes most people as the most
natural inference from the data we observe.

In 1859, Charles Darwin published his now famous work, On
the Origin of Species, in which he presented his case for the
sufficiency of unaided natural forces to account for the living
world. Others prior to this, such as the French naturalist Jean
Baptiste Lamarck, had put forth similar ideas; but Darwin’s
thesis was eloquent enough, and well-timed enough, to convince
much of society that evolution was a reality. Within a relatively
short time, Darwinism had largely replaced the concept of
creation in Western academic circles.

There is an irony to this story, however. Much of what Darwin
wrote is no longer held to be true today, even by evolutionary
biologists; and what remains is not especially relevant to
substantiating evolution.> Indeed, even in his day, later editions
of Origins became increasingly contradictory, as Darwin sought
to answer the numerous arguments being leveled at his thesis.®
And in point of fact, classical Darwinism collapsed in the early
20th century, being replaced with what came to be known as
Neo-Darwinism. This new synthesis was put together during the
1920s through the 1940s by authors such as R. A. Fisher, J. B. S.
Haldane, Theodosius Dobzhansky, Ernst Mayr, Julian Huxley, G.
G. Simpson and others; and since that time, the neo-Darwinian
synthesis has been the dominant explanation for the living
world in secular education and in the popular media.

As the 20th century drew to a close, however, a growing
chorus of discontent with the neo-Darwinian model began to be
heard in the evolutionary community. Scientists such as

41bid., pg. 138.

5 See 0. N. Wilson, Charles Darwin: Victorian Mythmaker, 2017.

6 See Ernst Mayr, Animal Species and Evolution, 1963, pg. 484.
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Stephen J. Gould, 7 Pierre Grassé, 8 Sanders & Ho, ? Stuart
Kaufman, 1© Michael Denton, 1! and a number of others
expressed publicly their reasons for doubting that genetic
mutations, filtered by natural selection, working slowly and
gradually and constantly over millions of years, are sufficient to
account for the biological and paleontological data which are
available. And in the decades since, advances in genetics,
molecular biology and other fields have only augmented the
discontent with the standard neo-Darwinian paradigm.12 In
2010, for instance, two committed evolutionists, Fodor &
Piatelli-Palmarini, stated candidly their assessment of the
current situation:

“In fact, we don’t know very well how evolution works. Nor did
Darwin, and nor (as far as we can tell) does anybody else.
‘Further research is required,” as the saying goes. It may well be
that centuries of further research are required.”*?

In sum, then, large portions of the late 19th century academic
community rejected the concept of divine creation on the basis
of Darwin’s thesis—a thesis which proved untenable, and was
itself replaced by the neo-Darwinian synthesis. And now, as a
significant body of evolutionist scientists have come to conclude
that Neo-Darwinism is likewise inadequate, and are thus
diligently searching for another alternative (the form of which
being openly acknowledged as unknown), it is legitimate to ask
whether the grounds for rejecting creation in the first place
were well-founded.

As Christians, we believe that creation is still the best
explanation for the origin of the biological world, while

7 Gould, Paleobiology 6 (1980), pg. 120.
8 Grassé, The Evolution of Living Organisms, 1978, pg. 87-107.
9 Sanders & Ho, Nature & System 4 (1982), pg. 191.
10 Kauffman, The Origin of Order, 1993, pg. 361.
11 Denton, Evolution: A Theory in Crisis, 1985; Evolution: Still a Theory in
Crisis, 2017.
12 See Conway Morris, Current Biology 19 (2009), pg. R927-31; Mazor, The
Altenburg 16, 2010; Lee Spetner, The Evolution Revolution, 2014.
13 Fodor & Piatelli-Palmarini, What Darwin Got Wrong, 2010, pg. XIV.
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naturalistic evolutionary models are highly implausible; and in
the following pages, various lines of evidence in support of these
conclusions will be presented. Many today, of course, having
heard repeatedly, and for the most part exclusively, the
standard neo-Darwinian view, are not aware that there is any
evidence which contradicts evolutionary models. Thus, a good
deal of the information given in this paper will likely be
unfamiliar to most readers, even though this data is well-
documented in standard scientific publications. Indeed, a large
number of people remain completely unaware that there are
thousands of scientists, in the U.S. and abroad, including leaders
in their respective fields, who do not accept evolutionary
models, being convinced creationists.14 At any rate, to be truly
informed about a debate over a controversial subject requires
hearing both sides out—not only the prosecution, but the
defense as well. Otherwise, one runs the risk of being
indoctrinated, rather than educated.

Does the actual evidence from the living world support the
grand claims of evolution, as is commonly, and quite confidently,
affirmed? Or is it more reasonable to believe that the biological
world is the result of a Creator, as most humans have held, and
still hold? In the sections which follow, we will present a case for
creation, and leave the reader to judge.

14 The Creation Research Society has several hundred members, each
holding at least one postgraduate degree in some scientific discipline; and
many of them are listed in the standard reference work American Men and
Women of Science. Various other similar organizations exist in the U.S., and
worldwide.
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Did Life Arise from Chemicals by
Natural Processes?

Before biological evolution is even theoretically possible, one
or more organisms capable of reproduction must exist. The
Darwinian model is described as a process of “descent with
modification”: that is, this theoretical model begins by
envisioning living things producing descendants which are
sorted by the forces of nature, and which are thus modified over
generations.

It is patently obvious, then, that living organisms capable of
reproducing themselves must exist before Darwinian models,
ideas about natural selection, or any other process of biological
evolution can even get started. It would make no sense at all to
speak of “descent with modification” occurring in the absence of
organisms capable of producing descendants.

What is necessary, though, for a living organism, such as a
bacterium, to replicate itself? The answer is: Much more than
has commonly been assumed. In the late 19th century, Darwin
and those who shared his views routinely referred to bacteria
as “simple cells.” Given the limited understanding of living
things in their day, and their enthusiasm for the evolutionary
paradigm, it is unsurprising that such thinkers would hold this
opinion. The most powerful microscopes available in Darwin’s
time, and for several decades after him, could reveal no more
details about living cells than a few of the more obvious general
features. It was thus natural for early evolutionists to associate
the apparent simplicity of microbes with their own materialist
origin-of-life hypotheses; and popularizers of evolution, such as
the German naturalist Ernst Haeckel, proclaimed this
association explicitly.1>

15 Haeckel, The History of Creation, translated by Ray Lancaster, 1914

reprint, pg. 190.
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With the advent of the electron microscope in the mid-20th
century, however, the entire notion of cells being “simple” was
found to be spectacularly in error. The high resolution which
was made possible by this invention brought a curtain up on the
actual nature of the cell; and molecular biology was born. Over
the decades which followed, intensive investigation has yielded
enormous amounts of published data, describing a dizzying
array of complex cellular components, the integrated efforts of
which are critical for the life functions of a cell. It has thus
become clear that no sort of viable organism could ever have
existed which may be called “simple” by any objective analysis.

In order to better appreciate the wonder of living things,
imagine a cell enlarged to the size of a modern city, such as New
York.1¢ If we could behold this, we would have before us a world
of ultimate technology. Virtually every type of advanced
machinery used by our society would have some kind of analogy
in this city of engineering marvels: digital information storage
and retrieval systems, robots, assembling and processing
equipment, quality control systems, and so forth. The major
difference would be that in every case, the parts of the cell are
far beyond human engineering capabilities. Let us consider a
few examples of these molecular systems, to get some idea of
the level of sophisticated technology realized in even the
lowliest sort of living cell.1”

DNA (deoxyribonucleic acid) is a coded digital message,18
contained in every self-replicating cell, which directs the
development and function of living organisms. This genetic code
carries enormous amounts of information in an almost
incomprehensibly compact form. The smallest kind of self-
replicating cell known, the bacterium Mycoplasma, contains in
its genome over 582,000 nucleotide bases. 1° This is the
equivalent, in terms of information, of approximately 100 pages

16 Vale & Milligan, Science 288 (7 April 2000), pg. 88.

17 See Michael Denton, Evolution: A Theory in Crisis, 1986, pg. 328ff.
18 Hood & Galas, Nature 421 (23 Jan. 2003), pg. 444-8.

19 Science 270 (20 Oct. 1995), pg. 445, 446.
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of a standard encyclopedia. More typical bacteria contain about
five times this amount. This information is stored in such a way
as to be fully accessible at all times; and yet it fits within an
organism which is much tinier than the period at the end of this
sentence. In fact, DNA is many millions of times more efficient at
information storage, per unit volume, than modern terabyte
flash chips.

This chemical library, in and of itself, however, cannot
perform the necessary functions to maintain the life of a cell.
DNA merely stores the instructions required to build and direct
the machinery needed for such functions. This information is
copied by means of another molecular system known as RNA
(ribonucleic acid); and the copied message is then transported
to a construction site, where the RNA can be read, and the
protein enzymes specified by the coded message can be
assembled.

Nearly all of the vital functions of a cell are performed by
these protein enzymes; some working as a single unit, and
others being combined into complex systems to do their jobs. A
ribosome, for instance, is a molecular machine, consisting
mostly of proteins, which is involved in reading the RNA
message and assembling the cell’s protein enzymes.20 Other
molecular machines work in concert with the ribosomes to
build the cell’s necessary components.2! Some, such as transfer
RNA, bring the parts needed for protein construction. Others are
involved in double-checking the assembly process.2? Yet others,
called chaperone molecules, bind to the enzyme products to
ensure that they fold into their proper 3-dimensional
configuration. 23 Yet others attach a chemical tag onto the
protein enzyme being constructed, specifying where in the cell
it needs to be sent. Once tagged, proteins are loaded into
molecular delivery trucks known as vesicles; and these vesicles

20 Garret, R., Nature 400 (26 Aug. 1999), pg. 811, 812.
21 See Michael Behe, Darwin’s Black Box, 1996, pg. 291, 292.
22 Chemical & Engineering News 57 (20 Aug. 1979), pg. 6.
23 Nature 463 (21 Jan. 2010), pg. 379.
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are pulled by tiny protein kinesin motors which move along like
walking robots.24

Besides the construction of enzymes, there are a wide variety
of other necessary cellular functions performed by complex
molecular machinery, much of which is still not fully
understood. The DNA of a cell is fragile, and is often altered and
damaged by various factors. It would therefore soon become
inoperative, were it not for a system of protein enzymes which
continuously check for breakage, and then restore the DNA to
its original sequence and structure.2> Another enzyme, called
helicase, unwinds the twisted DNA strands, spinning at up to
10,000 rpm, so that the RNA can transcribe the stored
information. There are also protein pumps which bring raw
materials through the membrane into the cell, as well as export
waste; systems of maintenance and clean-up, systems for
packaging and storing waste until it can be sent out, and centers
containing enzymes which break down molecular machinery
that has outlived its usefulness.

All of this activity—and there is considerably more than
this—requires energy. In living cells, this energy is provided by
a sophisticated windmill-like complex of proteins called ATP
synthase. 26 [t is a remarkable nano-motor, with impressive
amounts of torque. In fact, were this motor the size of a typical
car engine, it would be powerful enough to rotate a two-mile-
long telephone pole at about 70 rpm—meaning that the outer
ends of the telephone pole would be traveling at roughly 26,000
miles per hour.

There are many other enzymes and systems which a living
cell requires to be viable. The current consensus among
biologists is that the minimal genome of any kind of living,
functioning bacterium would have to contain hundreds of

24 Vale & Milligan, Science 288 (7 Apr. 2000), pg. 88-95; Yildiz et al., Science
303 (30 Jan. 2004), pg. 676-678.
25 Jegge et al., Nature Reviews Cancer 16 #1 (2016), pg. 35-42.
26 Nature 386 (20 Mar. 1997), pg. 299-302; Davies et al., Proceedings of the
National Academy of Science 108 #34 (2011), pg. 14121-26.
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genes;27 and that figure is regularly being revised upwards, as
new types of critically important enzymes are discovered.

We are now able, therefore, to make some assessment about
what any organism would need to possess, if it were to be viable
and capable of reproducing itself, so that Darwinian-style
biological evolution could even begin. It would require, at a
minimum, the machinery necessary to bring in raw materials to
sustain life, while also having a barrier to keep out toxins and
resist osmotic pressure. It would need to be able to convert the
incoming raw materials into usable parts; to produce, store, and
access the energy necessary to power life functions; to monitor
and effectively react to external conditions (e.g., pressure, pH
extremes, temperature extremes, etc.); to gather and export its
own waste; to clean, order, and repair itself; to construct all of
its own systems, including accurately copying all of the
information necessary for these processes; and to successfully
pass these instructions, machines and abilities on to the next
generation. Such an automated city of sophisticated technology
is far beyond the reach of modern human engineering, and
indeed beyond the reach of anything humans will be able to
construct within the foreseeable future. This is the world of the
living cell, which we are now only beginning to comprehend.

Over and against all of this exquisitely complicated reality,
described in detail in the ever-expanding research literature of
molecular biology, persists the quaint Darwinian notion of the
“simple cell.” A more inappropriate misnomer would be difficult
to conceive. Looked at objectively, this ought to be a notable
problem for evolutionary ideas about the origin of living things.
Recall that it was the presumed simplicity of the lowly
bacterium which early evolutionists took to be powerful
evidence that life arose by fully natural processes. Now that the
idea of the simple cell has been thoroughly exploded, its
corollary of the naturalistic origin of life loses substantial
credibility.

27 Nature 439 (19 Jan. 2006), pg. 247; Proceedings of the National Academy
of Science 103 #2 (2006), pg. 425-30.
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Nevertheless, in the early 20th century, A. I. Oparin and ]. B.
S. Haldane formulated their hypotheses concerning life’s
chemical evolution, and these became the basis for the standard
origin-of-life scenarios still taught in biology courses today.
There are variations, of course; but the main elements are as
follows. First, it is suggested that chemicals in the ocean (or
some sort of aquatic environment) reacted to form organic
compounds, making up what has come to be called the
“prebiotic soup.” These organic molecules then somehow
organized into the various components of a cell, which in turn
came together to begin functioning as the first viable, self-
replicating organism.

An article in New Scientist, after reviewing these ideas, paused
to ask,

“But how much of this neat tale is firmly established, and how
much remains hopeful speculation? In truth, the mechanism of
almost every major step, from chemical precursors up to the
first recognizable cells, is the subject of either controversy or
complete bewilderment.”?®

More recently, a summary article in a technical journal devoted
to this field stated,

“The origin of life on Earth is still a mystery, one of the greatest
mysteries in science today.”?

Later, the authors add,

“Our ignorance about the origin of life is profound—not just
some missing mechanistic detail.”

The cause of this bewilderment, and profound ignorance, is
not difficult to perceive: decades of intensive research have
produced only data which contradict, in detail, the standard
scenarios for the chemical origin of life. Take, for example, the
geologic evidence. The model envisions enormous amounts of
prebiotic soup existing in the early earth’s oceans for vast

28 Scott, New Scientist 106 (2 May 1985), pg. 30.
29 Luisi & Ruiz-Mirazo, Origins of Life & Evolution of the Biospheres 40
(2010), pg. 353-355.
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periods of time (on the order of many millions of years). If this
had actually been the case, there should be some indication of
its presence in the geological record—either as preserved
remnants of organic compounds, or as nitrogenous deposits
from their chemical breakdown. But although many speak
confidently of the prebiotic soup as a known fact, no positive
evidence for its existence has ever been found.3°

In the early 1950s, Stanley Miller began a series of
experiments designed to determine what sort of products might
result from the conditions theorized to have been prevalent in
the early earth. Beginning with what is known as a reducing
atmosphere—i.e.,, one containing gases such as hydrogen,
ammonia, and methane, but no free oxygen—Miller used
electric discharges to produce various chemical compounds.
The mixture was then passed through a filtration system; and
over time, the products began to accumulate in the filtering
device. Upon analysis, it was discovered that the mixture
contained a variety of amino acids, including some, such as
glycine and alanine, which are used to construct protein
enzymes. This was hailed by many as nearly conclusive evidence
for the chemical origin of life.

Over the next few decades, however, numerous variations of
these sorts of experiments demonstrated the limits of what can
be produced by these means. For a variety of reasons, in fact,
Miller-type experiments are now widely conceded to be
irrelevant to the origin of life. To begin with, such experiments
require a reducing (oxygen-free) atmosphere. Sparking
methane in the presence of oxygen produces explosions, not
molecules useful for life. Further, even without sparks, an
atmosphere with any appreciable amount of oxygen not only
halts the formation of organic compounds, but causes those
which are already formed to quickly degrade and perish.31 On
this basis, many have claimed that the early earth’s atmosphere

30 Denton, Evolution, 1986, pg. 261; Brooks, in Origin & Development of

Living Systems, 1973, pg. 359.

31 Fox & Dose, Molecular Evolution & the Origin of Life, 1972, pg. 44,45.
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contained little to no free oxygen. Yet geochemical evidence
gathered for the last 50 years has consistently shown that the
earth never had an oxygen-free atmosphere.32 Thus, the present
consensus is that Miller-type experiments do not simulate the
early Earth’s conditions.

Further, if there had been no oxygen in the atmosphere at that
time, there would also have been no ozone layer, since ozone
(03) is made up of oxygen. In that case, any organic compounds
(such as amino acids) being formed would have been rapidly
destroyed by lethal doses of ultraviolet radiation.33 We have,
then, a catch-22 situation: with oxygen present, organic
compounds could not have formed; and with oxygen absent they
could not have survived. This is known as the “oxygen-
ultraviolet conundrum,” and it has yet to be solved.34

Note also that in the experiments, a filtering device has been
necessary to capture and preserve the compounds which are
obtained; for the same processes which can form amino acids
are even more efficient at destroying them once they are
produced. It is self-evident, though, that in a prebiotic earth,
there would be no one present to provide filters to strain out
and protect the amino acids and other necessary organic
compounds. Besides this, it needs to be kept in mind that these
Miller-type processes produce not only compounds useful for
life (in miniscule amounts), but also reactive compounds (in
large amounts) which break down organic molecules, or
prevent their formation altogether. Therefore, there is no basis
for supposing that organic compounds would ever accumulate
under the conditions assumed by such scenarios.35

32 Canadian Journal of Earth Science 13 (1976), pg. 1161-85; Science 210 (3
Oct 1980), pg. 42; Nature 320 (6 March 1986), pg. 37-33; Cohen, Science
270 (22 Dec 1995), pg. 1925f; Advances in Space Research 18 (1996), pg. 7-
16; Nature 480 (1 Dec 2011), pg. 79-82.
33 Michael Denton, Evolution, 1986, pg. 261f.
34 Francis Hitching, The Neck of the Giraffe, 1982, pg. 64f.
35 Thaxton, Bradley, & Olsen, The Mystery of Life’s Origen, 1984, pg. 56, 104-
106; Robert Shapiro, Origins: A Skeptic’s Guide to the Creation of Life on
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Nevertheless, for the sake of the argument, let us grant the
enormous amounts of amino acids envisioned by these
scenarios. Let us further grant any plausible prebiotic
conditions imaginable. There would still be a colossal void
between this setting and the necessary requirements for a
viable organism. The statement is often made that “Amino acids
are the building blocks of life;” but apparently very few who say
this have considered sufficiently that neither building blocks,
nor amino acids, join together spontaneously to form anything
particularly useful. Those protein enzymes which function in
living cells to maintain life are only known to be formed by an
extremely elaborate process involving many different pre-
existing parts of a cell. The protein machinery which makes up
much of the structure of a ribosome, for instance, is itself
constructed by ribosomes. There are numerous examples of
these chicken-and-egg conundrums. Protein enzymes are
needed to assemble and repair DNA; DNA is necessary to form
RNA, and RNA is required to build protein enzymes. Briefly
stated, in no case do amino acids organize spontaneously to
form functional proteins, just as building blocks do not jump
together to form elaborate mansions all by themselves.

It is well known, in fact, that in an environment of water it is
thermodynamically impossible for amino acids to
spontaneously form the proper peptide bonds upon which
protein enzyme function depends.3¢ Even small amounts of
water are enough to inhibit the joining together of amino acids
under any prebiotic conditions, at all temperatures, as Stanley
Miller himself pointed out years ago.3” This being the case, it is
incomprehensible that nearly all naturalistic scenarios for the
origin of life assume it occurred in an environment of water; for
a prebiotic ocean, lake, or pond would have effectively thwarted
the spontaneous assembly of functional proteins.

Earth, 1986, pg. 123f; Nissenbaum et al., Journal of Molecular Evolution 6
(1975), pg. 253ff.
36 Yockey, Journal of Theoretical Biology 91 #7 (7 July 1981), pg. 14.
37 Miller & Bada, Nature 334 (18 Aug. 1988), pg. 610.
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The facts are that no one has ever observed functional
proteins forming spontaneously under anything like prebiotic
conditions, and there are many well-known biochemical
reasons to explain why this is never observed. Precisely the
same sorts of arguments can be made as to why no one has
observed the spontaneous formation of a section of DNA or
RNA.38 Some have contended that we are not likely to observe
these processes, since they require thousands, or even millions,
of years. However, this response represents a case of muddled
thinking. The rates at which functional biomolecules (such as
enzymes, DNA or RNA) degrade are known, being observable
and even measurable. Depending on temperature and pH, these
rates are on the order of centuries, at most, under plausible
prebiotic conditions. For instance, cytosine, which is necessary
for both DNA or RNA, has a decomposition half-life of 340 years
at 25° C (77° F), and at 100° C (212° F, i.e, boiling), only 19
days.3? The half-life of ribose (a critical ingredient of RNA) at pH
7 and 0° C (32°F, i.e, freezing) is 44 years; and at 100° C, just 73
minutes. 40 The rate at which functional biomolecules form
under prebiotic conditions, assuming it occurs at all, must be far,
far slower than this; for after several decades of experiments, no
case of it occurring is known.

As we have seen earlier, the minimum requirements for the
most rudimentary type of living organism would necessarily
include hundreds, and probably thousands, of complex
functioning molecules. For an accumulation of such
biomolecules to occur, the rate at which they form would have
to be faster than the rate at which they degrade. However, the
reverse is true: the rate at which they degrade is over a period
of centuries, decades, or less (depending on the type of
molecule, the temperature, and the pH); while the rate at which

38 Levy & Miller, Proceedings of the National Academy of Science 95 #14
(1998), pg. 7933-38.
39 Shapiro, Proceedings of the National Academy of Science 96 #8 (1999), pg.
4396-4401; Levy & Miller, op cit,, pg. 7933-38.
40 Larralde et al., Proceedings of the National Academy of Science 92 (1995),
pg. 8158-60.
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they spontaneously form is theorized (due to absence of
observed cases) to occur over many millennia. Therefore,
simple arithmetic shows that the necessary accumulation is not
possible under prebiotic conditions. You cannot get from zero to
several hundred (let alone thousands) by a process which
subtracts faster than it adds. In short, evolutionary scenarios for
the origin of life are about as formally disproven as anyone
could reasonably ask for them to be.

Misleading and sometimes contradictory statements have
been made about the assumed evolutionary development of the
first self-replicating entity, such as the belief that such a system
did not appear all at once fully formed, but rather was produced
over long periods of time. Presumably this is meant to imply that
the first fully viable cell evolved over many generations; yet of
course not even one generation can occur without a functional
replicatory system. For any origin-of-life hypothesis to state
that the cell’s ability to reproduce came into existence gradually
over many generations is thus an absurd contradiction in terms.

Other statements have been made to the effect that the first
cell was very primitive, and “barely able to reproduce itself;” but
this as well makes very little sense. It is the equivalent of saying
the first cell was “barely highly sophisticated,” or, “barely
extremely complex.” Pause to consider how far beyond human
engineering capabilities it is to produce an automated city of
nanotechnology having the capacity to replicate itself. A cell
unable to properly replicate itself and its own components
would quickly bring about its own self-destruction through
copying, construction and maintenance errors. A cell able to
build something like itself, accurately enough for its offspring to
reproduce itself in turn, requires a long list of advanced
machinery, including those discussed earlier. So, again, we have
a catch-22 situation. An organism is either viable—meaning it is
able to feed, to maintain and repair its components, and to
reproduce itself—or it is not. If a cell is anywhere near complex
enough to be viable, it cannot plausibly arise spontaneously,
especially within a single generation. However, if it is not
complex enough to be viable, it would soon perish without
descendants. Chemical origin-of-life scenarios, therefore, are

19



either indistinguishable from miracles, or else doomed to
failure.

The above considerations represent a sampling of objections
to hypotheses of “abiogenesis,” i.e., ideas about life arising
spontaneously from non-life. Additional arguments could be
discussed. Indeed, chemical origin-of-life researchers have
encountered so many obstacles that some have advocated the
idea that life was brought here from another planet, a concept
referred to as “panspermia.”#! As one author commented,

“Nothing illustrates more clearly just how intractable a problem
the origin of life has become than the fact that world authorities
can seriously toy with the idea of panspermia.”*

In summary, then, the most basic requirements for even a
single, functioning, viable cell are far beyond what mindless
chemistry and the forces of nature can produce. After several
decades of intensive origin-of-life research, the results are still
“complete bewilderment,” 43 “stalemate,” %* “profound
ignorance," 45 and scenarios described frankly as “educated
guesses," 46 which are all known to be opposed by “valid
scientific objections.” 47 The truth is that living organisms
possess the complex features which are characteristic of being
designed, i.e., created, rather than the repeating patterns or
random jumbles associated with undirected natural processes.
Therefore, those who hold that life arose spontaneously from
incidental chemical reactions should be honest enough to admit
that they do not do so because of the evidence, but rather despite
the evidence.

41 Crick & Orgel, “Directed Panspermia,” Icarus 19 #3 (1973), pg. 341-346;
Hoyle & Wickramasinghe, Evolution From Space, 1981.
42 Denton, Evolution, 1986, pg. 271.
43 New Scientist 106 (2 May 1985), pg. 30.
44 Dose, Interdisciplinary Science Review 13 #4 (1988), pg. 348.
45 Origins of Life & Evolution of the Biosphere 40 (2010), pg. 353-55.
46 Voet & Voet, Biochemistry, 3rd ed. 2004, pg. 33.
47 Ibid., pg. 31.
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Does the Fossil Record Support
Evolution?

There is an opinion commonly voiced in modern society that
the very existence of fossils is evidence for evolution. Perhaps
this is due, at least in part, to the popular belief that fossils, and
fossil fuels (such as coal and petroleum), require millions of
years to form. It may therefore come to some as a bit of a shock
to learn how quickly fossilization can actually occur. Under the
proper conditions, it has been demonstrated that fossils can
form within days. 4 Nothing about fossilization, from the
original burial of the organism to the completion of the process,
necessitates long periods of time. Indeed, to preserve the fine
details of biological parts which quickly decompose, or of whole
organisms which turn to mush in short order (such as jellyfish
or octopuses*?), rapid complete burial is necessary. Contrary to
what is taught in many textbooks, slow and gradual burial of
organisms cannot preserve such delicate structures; for it
should be fairly obvious that the fine details of biological parts
will not be preserved as fossils after they have turned to dust.
As for fossil fuels, it has been known for 50 years that substances
such as sewage, corn husks, and others cellulosic materials can
be converted, by heat and pressure in the absence of oxygen,
into coal within weeks. 50 Further, by increasing the
temperature, the same materials can be made into good grade
petroleum in twenty minutes.>!

But what does paleontology, the study of fossils, actually
show? In fact, the two most prominent features of the fossil

8 Palaeontology 62 #1 (Jan 2019), pg. 135-150; New Scientist 141 (19 Mar
1994), pg. 17.
49 Geology 30 #2 (2002, pg. 147-150; Paleontology 52 #1 (2009), pg. 65-81.
0 Chem Tech 2 (May 1972), pg. 92; Research & Development Feb. 1984, pg.
92.
51 Chemical & Engineering News 50 (29 May 1972), pg. 14; Science Digest 74
(July 1973), pg. 77.
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record have always been discontinuity and stasis.>2 The former
term, discontinuity, refers to the systematic gaps between the
major categories of living things. That is, the various types of
plants and animals, from their first appearance in the fossil
record, already possess those characteristics which distinguish
them from all other basic types. The latter term, stasis, refers to
the tendency of those basic types to remain essentially the same
throughout their tenure in the fossil record, whether they go
extinct or else continue unto the present.

This dual pattern, of discontinuity and stasis, is not a secret,
or some new development. It is rather the common knowledge
of students of paleontology since the field was founded by
George Cuvier circa 1800. Cuvier himself was a committed
creationist; and his basis for this position was that the pattern
he observed in the fossil record, just as in living organisms, was
not one of blending of types, one changing into another, but
rather of systematic gaps separating distinct major types.
Several decades later, Darwin was acutely aware that the fossil
record was too discontinuous to support his thesis. As he wrote
himself,

“Why then is not every geological formation and every stratum
full of such intermediate links? Geology assuredly does not
reveal any such finely-graduated organic chain: and this,
perhaps, is the most obvious and serious objection which can
be urged against the theory.”>?

Darwin's answer was “the extreme imperfection of the fossil
record,” and he comforted himself with the hope that future
discoveries would indeed fill the gaps.

However, after 160 years, many millions of catalogued
specimens, and some 250,000 fossil species, the pattern
remains the same. As one author has summed it up,

“Paleontologists have been searching for fossils for years and,
remarkably, very little has changed since 1859, when Darwin

%2 Gould, Natural History 86 #5 (May 1977), pg. 12-16.
53 Darwin, Origin of Species, 1859, Chapter X.
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proposed that the fossil record would show us the pattern of
the history of life.”>

Indeed, some evolutionist authors have admitted that there may
be even less support for gradual change in the fossil record than
there was in Darwin’s time, because some examples which were
once used as evidence “have had to be discarded or modified as
a result of more detailed information.”55 If therefore the data
from paleontology in Darwin’s day was “the most obvious and
serious objection” capable of being urged against evolution, and
if in our time it is no better (and may in fact be worse) for his
thesis, it would seem rather dishonest to claim that the fossils
are strong evidence for evolution.

The full significance of these facts may be better grasped if we
consider examples of higher taxonomic groups, and compare
the data we have with what might reasonably be expected if
evolution were true. The animal kingdom is divided into dozens
of major categories, called phyla; and each phylum has a basic
body plan quite distinct from all others. Think of the differences,
for example, separating earth worms (phylum Annelida), crabs
(phylum Arthropoda), starfish (phylum Echinoderms), squids
(phylum Mollusca), and vertebrate fish (phylum Chordata).
There are also lesser-known phyla, such as Pogonophora, deep-
sea marine worms having neither mouth, nor stomach, nor
alimentary canal, and whose feeding process is as yet unknown;
Cycliophora, a tiny animal shaped a bit like a boxing glove, which
lives on the lips of lobsters and filter-feeds from the leftovers of
its host; and the Tardigrades (water bears), also of miniscule
size, which somehow manage to survive extreme conditions of
temperature and pressure. There are, as well, examples of now-
extinct phyla, known only as fossils, such as Hallucigenia,
discovered in Canada’s Burgess Shale.>¢ This was a worm-
shaped creature which propelled itself by its seven pairs of

>4 Michael Benton, BioEssays 21 (1999), pg. 1046.
55 David Raup, Field Museum Bulletin Jan 1979, pg. 23-25; Valentine,
Bioscience 32 (1982), pg. 516.
%6 Morris, Current Biology 19 (2009), pg. R927-31.
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stilted legs, and had seven tentacles arising from its dorsal side,
each of which ended in a pincer.

As noted above, there are dozens of phyla in the animal
kingdom, all with their distinct body plans; and the major phyla
all appear fully formed in the fossil record, with their
characteristic features already in place. In fact, the remains of
these various creatures have been found in what are known as
Cambrian strata, among the lowest layers in which multi-celled
life appears. This “Cambrian Explosion,” as it is commonly
called, is a widely-known fact of paleontology, so termed
because of the many different body plans which simply appear
abruptly, without being led up to in any way by intermediate
forms.>7

“There is absolutely no sign of convergence between phyla as
we follow them backwards to the Early Cambrian,”

wrote S. Bergstrom emphatically.

“They were as widely apart from the beginning as they are
today.”s8

Because these basic types of known organisms are so distinct
from each other, the number of common ancestors and
intermediate forms necessary to join up all of these major
groups, assuming any Darwinian scenario, would have had to
have been enormous. The Darwinian model envisions a single
common ancestor existing in the distant past, whose
descendants were modified bit by incremental bit in various
directions. These separate lines of descendants are then
theorized to have continued to diversify, slowly and gradually,
over millions of years, becoming more and more different from
each other, until they produced the many distinct types of living
things extant today. If one begins to estimate how many
transitional forms would have been necessary to produce, in

57 E. N. K. Clarkson, Invertebrate Paleontology & Evolution, 4th Ed., 1998, pg.
464. Also, Bergston, Nature 345 (28 June 1990), pg. 765; S. C. Morris, Nature
361 (21 Oct 1993), pg. 219-225.
58 Early Life in Earth, S. Bergstrom ed., 1994, pg., 464. Also, Erwin et al.,
Science 334 (25 Nov. 2011), pg. 1091-97.
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this way, all of these major taxonomic groups, it quickly
becomes apparent that the total would indeed be great. In fact,
intermediate forms should easily have outnumbered the known
distinct groups by at least five or ten to one.

However, it is universally conceded by paleontologists that
no series of intermediate forms are known which bridge the
wide gaps between the various animal phyla. Therefore, either
these transitional forms remain undiscovered, or they never
existed. As discussed earlier, Darwin began a tradition of
explaining the lack of intermediates by saying that the known
fossil record was incomplete. And though many evolutionists
continue to invoke this explanation, it has long ago lost its
credibility.>® Indeed, for all practical purposes, the fossil record
may be considered very nearly complete. A brief review of
classification will help clarify this point.

Animal phyla, and plant divisions, are both broken down into
sub-categories known as classes; classes are further divided
into orders, and orders, in turn, are sub-divided into families. If
we consider only terrestrial vertebrates (land animals having a
backbone), which are among the least-represented groups of
organisms in paleontology, there are four recognized classes:
amphibians, reptiles, birds, and mammals. These have been
divided into approximately 60 orders. Examples of amphibian
orders are Anura (frogs and toads), and Caudata (newts and
salamanders); and reptile orders include distinct groups such as
snakes, alligators, and turtles. For examples of types of birds,
eagles and other raptors are classified into one order, songbirds
make up another order, and flightless birds such as emus and
ostriches constitute yet another. Mammalian order
representatives would include animals as diverse as elephants,
rodents, carnivores, kangaroos, primates, armadillos, or bats.

Of these nearly 60 orders of terrestrial vertebrates, well over
90% have been discovered as fossils. Further, of the

59 Science 208 (16 May 1980), pg. 717. Geology 14 (1986), pg. 534. Benton,
Nature 403 (3 Feb 2000), pg. 534. Budd & Jensen, in Telling Evolutionary
Time, Donoghue & Smith eds., 2003, pg. 168, 183.

25



approximately 390 families which make up these orders, more
than 70% are known from the fossil record.¢® Thus, the vast
majority of the categories of animals—phyla, classes, orders,
and even families—are known from the paleontological record,
meaning that this record is essentially complete. This doesn’t
mean, of course, that there are no more forms to discover. It
does mean, though, that we have good reason to believe that
future discoveries will not alter the largely discontinuous
pattern which is observed.t! The fossils which paleontologists
have found, and continue to find, consist of two types: they are
either forms with which we are already familiar, or else forms
which introduce new major types (e.g., Hallucigenia), so
different from anything known that they only increase the
Darwinian need for intermediate forms. In short, the fossil
record of animals remains acutely non-Darwinian.

The plant kingdom, which has a fossil record considerably
more extensive than terrestrial vertebrates, provides the very
same set of arguments. Darwin knew, for instance, that the
angiosperms (flowering plants) appear abruptly in the fossil
record, already divergent from other plants; and he referred to
this situation as “an abominable mystery.”%2 No ancestor for
angiosperms is known; 3 and no unambiguous series of
transitional forms connects angiosperms with any other group
of plants. ¢4 Further, sub-groups within angiosperms are
separated from each other by wide gaps, presenting data which,
as one researcher wrote, “could be interpreted as mini-

80 Robert Carol, Vertebrate Paleontology, 1988, pg. 612-648.
61 Michael Foot, Paleobiology 23 (1997), pg. 181-206.
82 R. Buggs, “The Deepening of Darwin’s Abominable Mystery,” Nature
Ecology & Evolution 1 #6 (2017), pg. 169.
8 Bateman et al., Journal of Experimental Biology 57 #13 (15 Sep. 2006), pg.
3471-3503.
84 Proceedings of the National Academy of Science 97 #24 (21 Nov. 2000), pg.
12939-41. Also, Endress & Doyle, American Journal of Botany 96 #1 (1 Jan.
2009), pg. 22.
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abominations.” 6> The same pattern holds for other types of
plants in general.6®

The discontinuous nature of the fossil record has here been
belabored because there is a common notion, coursing freely
through the general populace, that the record of paleontology is
far more Darwinian than is actually the case. The family trees
which adorn today’s biology textbooks, giving the impression of
demonstrating the relationships between various organisms
and leading back ultimately to a single common ancestor, are
not founded upon fossil data.¢” Rather, they are based on the
assumption that evolution has occurred. But to use the
assumption of evolution to construct the family tree, and then
use the family tree as proof of evolution, is to simply reason in a
circle. Further, the standard Darwinian response to the lack of
intermediates, that the fossil record is incomplete, is likewise
based on assumptions, rather than on evidence. No one will
dispute that some forms are missing from the paleontological
record. But why should all of the intermediates be selectively
missing?

In short, we now know that Darwin’s prediction, that future
discoveries would reconcile his thesis with paleontology, was in
error. More than a century and a half later, after thousands of
workers have searched diligently across the planet and
catalogued millions of specimens, the fossil record can be
considered largely complete, at least as far down as the level of
family. If the history of life on earth had been one of evolutionary
descent from a common ancestor, then a random sampling of
organisms from paleontology ought to have yielded many more
transitional forms than distinct major groups. The record
shows, instead, not a single transitional series linking the
various animal phyla, or plant divisions. Between other major
taxonomic groups, such as classes or orders, only a handful of

8 Michael Sanderson, New Phytologist 207 #2 (2015), pg. 258.
8 Stewart & Rothwell, Paleobotany & the Evolution of Plants, 2nd ed. 1993,
pg. 102, 103.
7 Lawton, New Scientist 201 (24 Jan. 2009), pg. 34-39.
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cases are even claimed, often disputed even among
evolutionists.®8 It is therefore reasonable to conclude that the
“missing links” are missing because, in fact, they never existed.

As a final note to this section, we should recall the other half
of the dual pattern of fossil organisms: stasis. Once a type of
living thing appears in the fossil record, it remains basically the
same until either going extinct or enduring to the present. The
standard term for this observable data is “evolutionary stasis.”®°
However, since “evolution” denotes change, and stasis bears the
meaning of remaining the same, the term itself is clearly a
contradiction. Stasis, though, is real data, and is widely
recognized. Whether we study fossils of ferns or clams,
dragonflies or conifers, sharks or shrimp, sea urchins or sea
pens,’0 jellyfish,”! turtles, ants, or even bacteria’2—examples
could be multiplied—the pattern is one of organisms remaining
quite similar, and often essentially indistinguishable. To
Darwinian researchers seeking to study major evolutionary
transitional events, it ever remains the case that no matter
where one looks, evolution is always happening somewhere
else. In sum, Darwin’s thesis cannot account for the fossil data,
but is instead reduced to making excuses for the missing data.

88 R. Jenner, Evolution & Development 2 (2000), pg. 208-221; see pg. 209,
where he states that there is much literature on higher level animal
phylogeny, “but relatively little detailed consensus.” As an example of this,
see the seven conflicting views of ancestor-descendant relationships
concerning the origin of land animals, in Benton’s Vertebrate Paleontology,
2005, pg. 68. These conflicts only increase as data from genetics and other
molecular analyses are included. See Davalos et al.,, “Understanding
Phylogenetic Incongruence,” Biological Reviews 87 (2012), pg. 993; Rokas et
al.,, Science (23 Dec. 2005), pg. 1933-38.
8 E.g., Science 343 ((21 Mar. 2014), pg. 1376f.
70 A fossil sea pen (Charniodiscus arboreus), from the Flinders Range of
South Australia in Ediacaran (pre-Cambrian) strata, is on display at the
Museum of South Australia.
1 Geological Magazine 154 #4 (July 2017), pg. 859-874.
2 Schopf et al., Proceedings of the National Academy of Science 112 #7
(2015), pg. 2087-92.
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A view more compatible with the data is that living things
exhibit a pattern of discontinuity and stasis because their origin
is due to divine creation, rather than to the process of evolution.
In the creation model, major kinds of organisms are seen as
designed with a certain amount of variation pre-programmed
into them, and thus possess mechanisms for tracking and
adapting, within fixed limits, to various environments.’3 The
amount of variation in a created kind, as a general rule, is
believed to be about that which is observed in the taxonomic
level of family.

This section has largely focused attention on the reality of the
living world’s discontinuity. In the following section, we will
discuss the biological reasons for stasis, and see why it makes
sense that organisms remain basically unchanged over time.

3 See Nathaniel Jeanson, Replacing Darwin, 2017.
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Has Evolution Been Observed?

Imagine that you were about to build a complex machine,
such as an automobile. You would not start, obviously, by
putting parts together at random. Instead, you would begin with
careful planning, such as writing out blueprints. These
blueprints would specify the shape and size of the various parts,
indicate how and when they should be fitted together, and give
detailed instructions as to how the automobile is to be
assembled.

Similarly, the construction of all living organisms is directed
by genetic blueprints, known as DNA. The development of a
human being can serve to illustrate this process.’# Everyone
begins life as a single cell, containing a set of genetic material
from each parent. Step by step, these genetic instructions
specify in great detail the formation of this developing person.
The DNA first directs the cell to divide into two cells, and gives
precise instructions as to how this is to be carried out. The first
cell's genome itself is duplicated, so that each of the two
resulting cells contains a complete set of the original blueprints.
This process is repeated, producing four cells. These divisions
continue, until a point is reached at which the genetic
instructions specify that the cells should begin to differentiate.
Some cells are directed to become involved in the formation of
the nervous system; others are appointed to the development of
bone or skin tissue, and so forth. In each cell at that point, certain
genes are switched off, and the specific genes which code for the
proteins needed by each cell or tissue type are switched on. The
DNA goes on to specify the characteristics of each part to be
constructed. So, the genetic instructions not only direct the bone
cells, for example, to make the type of proteins necessary for
bone tissue; they also specify how these cells should be
organized to form each bone: the dimensions of each, the

74 See Peter Nathanielsz, Life Before Birth, 1996; Doubilet & Benson, Your
Developing Baby, 2008.
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precise shape and density, etc. The DNA further specifies how
these bones are to fit together, and how the various other organs
and systems are to join them to form the body.

Thus, the characteristics which make up a living organism are
largely determined by the information encoded in its DNA
blueprints.7> It is therefore obvious that any new inheritable
trait of significance, such as a new organ, a new system, or a
radical change in anatomy could only result through a change in
the DNA. This understanding is commonly omitted in popular
portrayals of evolution. Often in evolutionary scenarios,
hypotheses are presented which assert that a particular
transformation occurred by means of a certain species
beginning to practice a habit which, after many generations,
produced some sort of change. One example would be the
suggestion that a species of fish gradually evolved legs by
coming onto land more and more frequently over millennia.
Another could be the hypothesis that the front legs of a reptile
transformed into wings by its leaping, then gliding, and
eventually flying after insects. It is unclear, however, why
anyone knowledgeable in biology would suggest such ‘Just So’
stories, as the above discussion makes clear that no organism
could transform into another basically different kind unless its
genetic code were altered; and this code is not affected in that
way by a change in habits. In other words, unless the genetic
blueprints in a fish were re-written so that the information
necessary to form fins changed into the information needed to
grow legs, a fish would never become an organism with legs; and
no amount of flopping about on land would cause the genetic
information of a fish to be so reprogrammed. Neither would the
leaping of a reptile alter the DNA specifying the development of
its front legs so that it would specify instead the formation of
wings. No evolutionary transition, from one organism to any
substantially different yet still viable type, could occur without

75 Space does not permit a discussion of the non-genetic factors involved in
the development of embryos. See Meyer, Darwin’s Doubt, 2013, pg. 275-287.
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the DNA information changing harmoniously from one program
to another coherent program.

These considerations demonstrate that the evolutionary
explanation of the history of life absolutely requires that new,
complex genetic information can arise spontaneously; and
further, that it has done so in vast quantities. To begin with a
theoretical prebiotic scenario of chemicals floating freely in
water (i.e., a situation where there are zero genes), and envision
undirected chemical reactions and other natural forces
producing a self-replicating microbe (necessarily containing
hundreds of genes), requires believing in a spontaneous
increase in genetic information. Moreover, for this theorized
ancestral microbe to turn into orchids and kiwis and butterflies
and hamsters and all of the other forms of living things on earth
(totaling, no doubt, hundreds of millions of genes) likewise
demands an increase in genetic information. If the heart, or
wings, or muscle tissue, or the biological parts necessary for
photosynthesis or echolocation or the rest of the living world’s
organs and systems, have all been produced by evolutionary
processes, then at some point the DNA instructions necessary
for their formation had to appear spontaneously.

Thus, if it could be demonstrated that natural processes can
produce truly novel genetic information, evolution would
receive substantial support. If, on the other hand, natural
processes do not generate new genetic information, then
evolutionary explanations for living things would have no
rational support. This challenge is not as tall of an order as it
might at first appear. For if evolution has actually occurred, and
continues to occur, then new and radically different genes and
developmental genetic instructions have spontaneously
appeared probably billions of times; and so it should be a simple
matter for biologists to discover and document a case of this
happening. Further, if these undirected natural forces have
produced all of the living world’s genes within three or four
billion years, as evolutionists assure us, then simple arithmetic
shows that this must be happening at a rate of at least once
every several years, and likely much more frequently. If
mindless matter can do that, and do it consistently, it ought not
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to be very difficult for highly trained geneticists and molecular
biologists to produce truly novel genes, as well.

Neither of these challenges, however, has been met. A century
of careful search by many thousands of biologists has turned up
not a single case of natural processes creating novel genetic
instructions which specify new enzymes, new organs, new
systems, or new tissue or cell types. And despite all the advances
in understanding genetics and the complex nanotechnology
associated with it, no one has produced, de novo, a radically
different type of functional gene. Genetic information can, of
course, be removed from the genome of one species, and be
spliced into the genome of another species. Yet this is merely
transferring the same information from one place to another.
Actually, creating new, functional genetic instructions is as yet
far beyond human technological abilities. It therefore seems
rather implausible to suppose that mindless matter has been
cranking out, steadily, what competent scientists in well-
equipped laboratories, after decades of study, still find too
daunting of a task to accomplish.

Nevertheless, there is no lack of speculation as to how new
genetic information might spontaneously come about. The neo-
Darwinian model holds that during the course of reproduction,
a copying error occurs in the formation of the genetic blueprints,
which produces a change in the developing offspring. These
copying errors are termed “genetic mutations,” and certainly
they do occur. Individual nucleotides (the chemical letters in the
DNA code), or sometimes multiple nucleotides, can be omitted,
added, repeated, or switched; and a variety of other forms of
mutations can affect the DNA. The model goes on to state that at
least some genetic mutations cause the DNA blueprints of the
offspring to be altered in such a way that something new and
even helpful could be produced. If this new characteristic gives
an advantage to the creature which possesses it, then the
organism with this new trait has a greater chance of living
longer, and thus of having more offspring, than those of its
species which lack the new trait. This process is theorized to
continue gradually, over many generations and millions of
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years, until a radically different type of living organism is
produced.

Since the 1960s, as knowledge of the DNA code began to
expand, the neo-Darwinian view was generally used to interpret
the data. When it was discovered, for instance, that less than 5%
of human DNA consists of genes which code for proteins, it
became popular to assume that most, if not all, of the rest of our
genome is redundant, serving no biological function. Neo-
Darwinist authors have routinely referred to these non-protein-
coding regions of the genome as “junk DNA”,7¢ and assumed
their presence in our genome to be artefacts of the random
mutation process described in their model.

However, in the past few decades, an impressive array of facts
have accumulated to contradict the neo-Darwinian model. We
can begin with the thorough refutation of the concept of “junk
DNA.”77 An international body of hundreds of researchers, in
over 30 institutions worldwide, have been collaborating on a
project known as ENCODE (Encyclopedia of DNA Elements).”8
The goal of this program is to determine the functions of the
various regions of human DNA. As of September 2012,
biochemical functions had been assigned to just over 80% of the
human genome.”® As more human cell types are studied, the
researchers expect the percentage of our DNA with known
function to rise to at or near 100%.

Other research has likewise determined that all, or nearly all,
of our genome is transcribed: that is, it is read and used by the
machinery of the cell.80 Indeed, it appears that fully half of our
genome, and likely more, is transcribed in both directions.8! That

76 Ohno, “So much junk in our genome,” Brookhaven Symposia in Biology 23
(1972), pg. 366-370; Shermer, Why Darwin Matters, 2006, pg. 75; Kitcher,
Living With Darwin, 2007, pg. 57; Miller, Only a Theory, 2008, pg. 96f.
7 Ecker, Nature 489 (6 Sept. 2012), pg. 52.
8 Nature 489 (6 Sept. 2012), pg. 46-113.
% Science 338 (21 Dec. 2012), pg. 1528.
8 Kapranov et al., Nature Reviews Genetics 8 (2007), pg. 413-423.
81 Kapranov, Ibid.; Carninci et al., Science 309 (2 Sept. 2005), pg. 1559-63;
Djebali et al., Nature 489 (6 Sept 2012), pg. 101-108.
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is, the DNA sequences yield one message when they are
transcribed in one direction, and another message when they
are transcribed in the opposite direction. 82 Think of how
difficult it would be to write out a booklet which gives one set of
instructions as you read from left to right, and gives a second set
of instructions as you read the same words backwards from
right to left. This is the case for at least half of our own genome.

As if this were not enough, other studies have revealed that
multiple other codes are superimposed on the DNA, at least in
some sections. Watson and Crick began, in the 1950s, to
elucidate the double helix structure of DNA, and subsequent
work by molecular biologists confirmed that nucleotides
function like alphabetic characters in a written language, and
thus convey instructions for building proteins. An early
discovery was that these genetic chemical letters are read in
triplets, called “codons,” to specify each amino acid to be used to
build the protein molecules. For decades afterwards, it was
widely assumed that DNA only, or at least primarily, gave useful
information via this triple-nucleotide code. In the past several
years, however, it has been discovered that some sections of
DNA yield information by means of pairs of nucleotides being
read as a unit. These nucleotide pairs are referred to as
“duons.”®3 So, a single section of DNA can give information by
being read three nucleotides at a time, and then give a separate
message by being read two nucleotides at a time. This is one
example of an extra layer of information being superimposed on
the same sections of DNA, but multiple layers are known. In
short, most of our DNA, and probably nearly all of it, is not only
functional, but poly-functional. It is further likely that the same
is true of most, if not all, of the rest of the living world’s species.

Thus, the neo-Darwinian dogma faces a formidable credibility
challenge. It is not obviously plausible that random mutations
and natural forces could have produced such a highly ordered,
information-dense, poly-functional digital code. In fact, it ought

82 Yelin et al., Nature Biotechnology 21 (2003), pg. 379-386.
8 Science 342 (13 Dec. 2013), pg. 1367.
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to seem manifestly absurd. The logic of this conclusion is
strongly supported by data from the real world, that in no
instance have mutations been documented to produce new,
functional genetic information. Richard Lenski of Michigan State
University has an ongoing experiment, observing generation
after generation of twelve separate cultures of E. coli, hoping to
witness evolution in action. After 30 years, as of August 2018,
the experiment had passed the 70 thousandth generation mark.
Yet no new genes have been reported. There has been re-
arrangement of existing genes, allowing the bacteria to digest
citrate in the presence of oxygen. E. coli already possessed the
ability to use citrate in the absence of oxygen; in the presence
of oxygen, this activity is normally suppressed. The failure of the
gene which suppresses this ability, and a duplication of the
promoter of the ability, combined in one of the cultures,
enabling it to use citrate with oxygen present.84

As another example, experiments involving the fruit fly
Drosophila melanogaster have been continuing for a century and
more. Over and over, mutations have been induced in these
insects’ genomes, in an effort to observe evolution. The work of
Christiane Nusslein-Volhard and Eric Wieschaus is probably the
best example of these types of studies.8> Theirs was a thorough
attempt to find most, if not all, of the mutations which affect the
essential patterning genes that are used throughout the
development of Drosophila.8® Yet after inducing mutations into
apparently all of the genes required to specify the fly’s body
plan, no instance of evolutionary progress was observed. In no
case did new genetic information appear: neither novel body
plans, nor new organs were produced; no new systems, tissues,
cell types, nor even enzymes. In fact, without exception, the
mutants died as deformed larvae long before reaching
reproductive maturity.8”

8 Blount et al., Nature 489 (27 Sept. 2012), pg. 513-518.

8 Nature 287 (30 Oct 1980), pg. 795-801.

8 Daniel St. Johnson, Nature 3 (2002), pg. 176-188.

87 Stephen Meyer, Darwin’s Doubt, 2013, pg. 255-257.
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And this highlights an even deeper problem for the standard
evolutionary model. Most functions of biological interest in a
cell are performed by protein molecules; and thus living
organisms consist largely of proteins. Due to this fact, Neo-
Darwinism assumes that the basic cause of major evolutionary
transformations is the process of mutation in the genes which
code for proteins. In other words, the neo-Darwinian model
assumes that since changing the genes will change the proteins,
and living things consist of proteins, evolution of organisms is
reducible to mutating the protein-coding genes. The model
further assumes that these major evolutionary transformations
in body plan occur slowly, gradually, and essentially
continuously. For these reasons, the model also assumes that
the minor variations or alterations observed within a type of
plant or animal are instances of the same process which
produces the major evolutionary changes. So, for example, a
typical Darwinian argument cites small changes in enzymes, or
flower coloration, or bird’s beaks, as instances of evolution in
action, and assumes these to be proof of the process which
supposedly turned bacteria into whales and pine trees.
However, as decades of research into embryonic development
at the molecular level has made it abundantly clear, “All of these
assumptions are basically counterfactual.”88

Bear in mind that the neo-Darwinian model became
established biological Orthodoxy well before molecular-level
studies got under way. It is only much more recently, with the
aid of discoveries made in developmental biology at this
molecular level, that it is easily understood why changes in
protein sequences cannot produce new body plans. Proteins,
once formed, must be properly organized into cell types. These
cell types, in turn, must be properly arranged into tissues and
organs. Finally, these tissues and organs must be organized into
coherent body plans. The processes which orchestrate these
developments are bewilderingly complex, but one fact is
uniformly the case: all of the proteins, various cell types, and

8 Eric Davidson, Developmental Biology 357 (2011), pg. 35, 36.
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diverse tissues and organs must be formed in the proper ways,
in the necessary amounts, in the correct positions, and at the
right times, or no viable organism results.

The systems which control these complex processes are
known as developmental gene regulatory networks, or dGRNs.8°
These networks consist of non-protein-coding regions of DNA,
protein enzymes, and RNA-signaling molecules, and act as
genetic circuitry, with some developmental gene regulatory
networks controlling other gene regulatory networks in a
hierarchically organized system. Indeed, a practical way of
depicting the dGRN of the lowly sea urchin Stronglyocentratus
purpurus was published in the Proceedings of the National
Academy of Science in 2008;° and the resemblance of this
depiction to advanced electronic circuitry diagrams, of the sort
typically used by modern engineers, is impossible to miss.

These networks of genetic circuitry direct the development
of all animals, and they are both extremely complex, and tightly
integrated. Because of this, any significant change in the dGRNs
invariably results in damaging or destroying the embryo. This,
therefore, is the dilemma now faced by neo-Darwinism: even if
it could be shown that a beneficial mutation could improve the
function of an enzyme, this could not result in a radically new
body plan. It occurs too far down in the hierarchical system of
embryonic development to produce anything more than minor
adjustments of certain traits. To form significantly different
body plans (as, for example, a type of worm becoming a
starfish), the genetic networks which regulate development at
an early stage would have to be changed. But because these
developmental networks are so closely integrated, no change in

8 Davidson, The Regulatory Genome, 2006, pg. 16.
% Qliveri et al., Proceedings of the National Academy of Science. 105 (2008),
pg. 5955-62, figure 7.
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them can occur without causing catastrophic effects to the
organism.!

So, minor mutational effects, such as those which alter
enzymatic activity, do not produce novel body plans. Neither do
the processes responsible for variation within a basic type of
organism, such as moth coloration, or the many breeds of dogs.
Many biologists refer to these sorts of cases as “micro-
evolution.” But whatever one wishes to call them, they are
irrelevant to “macro-evolution,” i.e., the major transformations
proposed by Darwinism.%2 The sorts of mutations needed to
produce radically new body plans, the stuff of macro-evolution,
lead only to dead or damaged embryos. Either way, then,
Darwinian-style transformations, from one basictype to
another, are contradicted by the data. Minor changes do not
affect development, while changes which do affect development
produce non-viable organisms. We can now understand why
stasis is the rule, and not the exception, as we observe both in
living organisms, and in the fossil record.

Yet other problems with Darwinism have to do with rates of
mutational events, especially in relation to the enormous
amounts of new genetic information necessary for the theorized
transitions. In the early years of the neo-Darwinian model, ]. B.
S. Haldane made an estimate of how long it would take, on
average, for a beneficial mutation to appear, establish itself, and
then become fixed throughout a hominid population. He came
up with a concept known as “the cost of natural selection,” by
which he meant the number of individuals lacking a particular
beneficial mutation that need to die without offspring, in order
for the mutation to spread through the population and become

1 John MacDonald, Annual Review of Ecology & Systematics 14 (1983), pg.
93. Davidson, Developmental Biology 357 (2011), pg. 35-40; see pg. 38, 40.
Meyer, Darwin’s Doubt, 2013, pg.263-270.
92 Lewin, Science 210 (21 Nov. 1980), pg. 883. Gilbert et al., Developmental
Biology 173 (1996), pg. 357-72; see pg. 362. Erwin, Evolution &
Development 2 (2000), pg. 78-84).
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fixed.?3 Haldane realized that if the cost of selection is too high,
the population would go extinct before the mutation could
become widespread. On the other hand, a low cost would
necessitate many generations to fix the mutation. Haldane
concluded that, for a population of hominids, about 300
generations would be required, on average, for each beneficial
mutation to become fixed.

One could argue that this estimate is overly optimistic, of
course. Seventy thousand generations of E. coli, thousands of
consecutive generations of the fruit fly Drosophila, and decades
of observations of a wide variety of other species have failed to
document even one example of a mutation which increases the
information content of any genome. In any case, no one could
plausibly argue that Haldane’s estimate of 300 generations
should be significantly revised downward. Further, multiple
mutations being fixed simultaneously cannot work to shorten
the generations needed, since the selection cost of each
mutation must be added to the next, which would drive the total
cost too high.

So, let us grant, for the sake of the argument, the 300-
generation estimate. Applying basic arithmetic, how many
beneficial mutations could have become fixed in the human line
of descent since its hypothetical divergence from the ape line of
descent?

A generation period is the amount of time necessary, on
average, for a male and female in a population to be born, grow
to maturity, and produce between them 2.1 offspring. For our
hypothetical hominid ancestors, let us assume a generation
period of fifteen years. Let us further assume that the time since
the ape-human divergence point was fully ten million years ago.
This would yield approximately 670 thousand generations;
which, divided by 300, allows for a bit over 2,200 beneficial
mutations to accumulate in the human line. Would this be

3 Haldane, “The Cost of Natural Selection,” Journal of Genetics 55 (1957), pg.
511-524.
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enough to produce the human genome from that of a hominid
ancestor?

Popular opinion holds that the DNA of the chimpanzee differs
from human DNA by only 1%. This was an estimate published in
1975,%4 years before the Human Genome Project was even in the
planning stages. Further, the sequencing of chimp DNA began in
earnest only within the last 20 years. A later study in 1990
revised the estimate of difference to 2%:;° but both of these
estimates were based on DNA hybridization, a crude process
which does not yield particularly reliable results. More recent
studies, based on actual nucleotide sequence comparisons, are
finding much greater differences than 2%. A study of the Y-
chromosome, for example, found that more than 30% of the
respective sequences were so dissimilar that no alignable
counterparts could be detected.?® Direct comparisons are still
ongoing, but it appears from work already done that the overall
difference between the genomes of chimps and humans could
be as much as 15% or more.

Nevertheless, let us extend the full benefit of the doubt, and
assume the conventional wisdom, published in the popular
media, that the difference is 1%. One percent of three billion
nucleotides amounts to 30 million. Assuming further that the
ape-human ancestor was midway between chimps and humans,
it would have required 15 million mutations to go from the
hominid ancestor to modern humans. And since 80% or more of
our DNA is known to be functional (with much of it being poly-
functional), approximately 12 million functional nucleotides
would need to be accounted for. The neo-Darwinian model, to
be viable, must be able to explain this enormous number of
added functional nucleotides; and its only recourse is the
gradual accumulation of beneficial mutations. Yet, as we have
just seen, the math makes it clear that this cannot account for
more than about 2,200. Since it needs to account for more than

9% Science 188 (11 Apr. 1975), pg. 107.
% Sibley et al., Journal of Molecular Evolution 30 #3 (1990), pg. 202-236.
% Nature 463 (28 Jan. 2010), pg. 536-539.
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5,000 times this amount, Neo-Darwinism has a serious deficit
problem. And this problem is virtually certain to become more
acute, as the known difference between chimp and human DNA
continues to grow, and the amount of genetic regions in our
genome with no known function continues to dwindle.
Moreover, this difficulty applies not merely to the theorized
transformation from ape-like ancestors to humans, but arises
again and again, opposing hundreds of major transitions
required by evolutionary accounts of origins.

One final argument should be discussed before finishing with
this section. As just noted above, the neo-Darwinian model
theorizes that, at best, one beneficial mutation can be added to
a population about every 300 generations. Even granting this
(arguably over-optimistic) assumption, it is not possible to
maintain that genetic information steadily increases over time.
This is because the rate of genetic decay is far greater than this.
The term for this decay is “genetic entropy,” and it has been
carefully documented by the Cornell University geneticist John
Sanford.?”

Most mutations, as is universally conceded, are not beneficial.
It is difficult enough to believe that a random process such as
mutations could produce the poly-functional, information-
compressed human genome which we possess; it is even less
plausible that random mutations could improve upon it. And, in
fact, it has long been known that the vast majority of mutations
affect the genome negatively,?8 even though most of these do so
only very slightly. Mutations which adversely affect the genome
are called “deleterious;” and the hope of population geneticists,
in the early years of Neo-Darwinism, was that the amount of
deleterious mutations per generation would be relatively small.
The symbol U was chosen to denote the number of new
deleterious mutations introduced, on average, by each
individual per generation. This figure could then be multiplied

97 John Sanford, Genetic Entropy, 4th ed. 2014.
%8 This is the reason, for instance, that people prefer not to live near nuclear
power plants: to reduce their exposure to mutation-causing processes.
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by the population size of a given generation, to arrive at the total
number of deleterious mutations which that generation
introduces.

A paper published by the population geneticist H. J. Miiller in
1950 expressed the realization that if the value of U were
greater than 0.5, natural selection would have been unable to
keep up with the rate of decay of the human genome.®® In that
case, humanity could not have evolved. Instead, over the long
ages assumed by evolutionists, our genetic composition would
have deteriorated continuously, and we would have long ago
become extinct.

As the years passed, and data from the fields of genetics and
molecular biology began to be compiled, it became evident that
the value of U not only exceeds 0.5, but is many times beyond it.
In fact, the current consensus is that the average number of
genetic mutations introduced into the population by each
person, every generation, is approximately 100, and may be
more.100 Since the overwhelming majority of these are known to
be slightly deleterious, the value of U cannot be far from 100.

Now, let us place these facts in perspective. According to Neo-
Darwinism, a population of ancient humans could, at best, add
one beneficial mutation to their genome over a period of several
thousand years (300 generations). However, according to
observed rates of genetic decay, each individual in this
hypothetical population would be adding dozens of deleterious
mutations into the gene pool every generation. Each child would
inherit the mutations in his family line, and then would
introduce his or her own, generation after generation.
Therefore, by the time one beneficial mutation became fixed in

% Miiller, “Our Load of Mutations,” American Journal of Human Genetics 2
(1950), pg. 111-176.
100 Nachman & Crowell, Genetics 156 (2000), pg. 297-304. Kondrashov,
Human Mutation 21 (2002), pg. 12-27. Xue et al., Current Biology 19 (2009),
pg. 1453-7. Lynch, Proceedings of the National Academy of Science 107
(2010), pg.- 961-8. Campbell and Eicher, Trends in Genetics 29 (2013), of.
575-84. Lynch, Genetics 202 (2016), pg. 869-875..
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the population, every individual would be carrying thousands, if
not tens of thousands, of deleterious mutations. (300
generations X 100 mutations = 30,000.) In short, any benefit
from a mutation, in this scenario, would be overwhelmed by loss
and damage of genetic information; and this process would go
on continuously and irreversibly. Furthermore, other living
things are also affected by genetic entropy, though apparently
not usually at rates equal to humans.

For a variety of reasons, then, the present state of our genome
cannot plausibly be explained as the result of slow and gradual
evolution. The data are, instead, best explained by assuming that
our genome, and the genomes of all living organisms, were
originally well-designed by a Creator, have since degenerated to
their present state, and are continuing to degenerate.

Early in this section, it was pointed out that in order to
substantiate the grand claims of evolution, it must be shown
that the DNA blueprints, able to specify the development of new
tissues, organs, systems and body plans, can arise by natural,
spontaneous processes. This has never been observed, and is in
fact contradicted by a wide array of biological data. The
examples which are cited to support the claims are irrelevant to
the topic. And the rates at which evolutionists could most
optimistically hope for are far too slow to avoid being
overwhelmed by the steady pace of genetic entropy. Therefore,
there is no good reason to accept evolutionary claims.
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Would Transitional Forms be Viable?

As discussed earlier in the section on the fossil record, there
are wide gaps which separate the major categories of living
things. Their differences are both numerous and obvious. It is
fairly easy, for instance, to distinguish between reptiles and
octopuses, or to tell grasses from conifers. Coinciding with this
conspicuous absence of forms which bridge such wide gaps are
a multitude of difficulties in constructing, even in thought
experiments, the hypothetical intermediate steps which would
have a realistic chance of survival. And bear in mind that
biological organisms are not like machines made by humans,
which can be taken apart and left disassembled for indefinite
periods, to be rebuilt or modified when convenient. A more
accurate analogy for major evolutionary transitions would be
something like turning a standard diesel engine into one
powered by gasoline—all the while keeping the engine running.
Indeed, according to the neo-Darwinian model, each step would
have to be an improvement over the last. To bring this into
focus, let us briefly consider just a few examples of transitions
which must have occurred if evolution has actually produced all
of the living things on earth.

Evolutionists assume that reptiles evolved from some sort of
amphibian, yet no plausible explanations have ever been offered
as to how an intermediate stage of egg-laying could have
existed.191 Amphibians deposit soft eggs in water or damp areas,
which pass through a larval stage to maturity. The eggs laid by
reptiles, however, are encased in a shell capable of withstanding
deposition on land. They are not solid but porous, and the pores
must be of a particular size; otherwise the young will either
drown in its own metabolic fluid due to failure of the shell to

101 The most authoritative compendium on the science of hard-shelled eggs

is the University of Chicago’s A Book of Eggs, by M. Hauber, 2014. Passing

reference is made to the evolution of the egg-laying system on page 15; but

in 565 pages, no evidence is offered for its evolution, nor any scenario for

this event. In fact, evolution receives no more mention again in the book.
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allow evaporation, or dry out due to excessive evaporation. The
egg itself must be hard enough to protect the young, but not so
hard as to block its departure at hatching. It must be of the
correct size to accommodate the young just before birth, but not
so large that it cannot exit from the mother. The egg must have
a sac (the allantois) to catch waste, in the proper position and of
the right size; and separately, the egg must contain enough
nutriment to sustain the young while it develops. Additionally,
the young must be equipped with some means of breaking out
of the egg; as, for instance, the special tooth which appears
temporarily on the nose or beak of the young in some species.
These and other changes must occur simultaneously; for if the
genetic information of a particular amphibian mutated to
produce hard eggs possessing one, or some, of these
characteristics, but not enough of those needed to sustain the
young, then those offspring would perish before hatching. In
that case, all of those mutations would be lost; for a female
amphibian unable to produce live offspring would not pass on
any of her mutations. Thus, gradual, step-by-step change from
the one type of egg-laying system to the other faces obstacles for
which no realistic solution has even been proposed; while rapid
evolution of the hard-shelled system in a single generation is
ridiculous.

Another example of transitional difficulties is that from
reptile to bird. It is not a matter of simply putting wings and
feathers on. Rather, numerous substantial, simultaneous
changes would need to occur in harmony to complete such a
transformation. With the position of both front and back legs
changing, the legs being reconfigured, muscles being re-
articulated, bones becoming hollow, and a general upheaval of
the digestive system, as well as all of the other preparations for
flight, itis not easy to see how the intermediates could even have
survived, being neither fit for the air, nor for dwelling on the
ground. It is even more difficult to imagine how each step would
have been an improvement over the last.

In particular, the respiratory system of birds functions very
differently from that of all other vertebrates. Rather than typical
lungs which draw in and expel air in a two-way flow pattern,
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birds have rigid lungs and an inter-connected series of air sacs
which direct the air around in a unidirectional flow.102 All birds
have this type of respiratory system, and the fact that it exists
without exception in essentially the same form in all avian
species indicates that very little variation is possible without
rendering the system inoperable. Since a non-functioning
breathing system means death within minutes, it is unrealistic
to explain this transition as having occurred gradually, over
many generations, through a series of intermediate steps.

Mammals are also believed, in evolutionary models, to have
descended from reptiles. Yet again, no one has ventured to put
forth a scenario to explain how reptilian blood could be
transformed into mammalian blood. In all reptiles, as in all
birds, the red blood cells retain their nuclei. For all mammals,
however, a red cell containing a nucleus first forms; and then, at
a certain stage, the cell rejects its nucleus by means of a multi-
step process known as enucleation.103

Enucleation is not a simple task, like opening a chute and
letting the nucleus fall out. Rather, it is an extraordinarily
complicated operation, involving virtually all of the machinery
of the cell, precisely choreographed so that each of the many
thousands of molecular machines does its part at each stage at
the proper time. The nucleus must be moved to one side of the
cell, while the transit vesicles carry large numbers of proteins
out of the way. Complex changes occur in the cell membrane to
allow the nucleus to exit, and then the membrane must be
immediately closed up again. The process is so complicated that,
even after decades of research, “most molecular events in
enucleation remain unclear.”104

Each step in enucleation is an exquisitely complex, multi-task
operation, and each must be executed properly for the process

102

Dunker, in Respiratory Function in Birds, ]. Piiper ed., 1978, pg. 260-273.
Denton, Evolution, 1986, pg. 210ff. Romer, The Vertebrate Body, 1977, pg.
353f.

103 Narla Mohandas, Blood 119 #4 (26 Jan. 2012), pg. 906f.

194 Wang et al., Journal of Cell Science 125 #2 (12 Jan. 2012), pg. 340.
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to succeed. The steps, moreover, must be done in the proper
sequence. If any of the stages along the way is not completed
properly, and at its proper time, the entire process would fail.
Further, red blood cells are critically needed in animals
dependent on blood flow, and must be constantly replaced; and
no doubt this is why the entire enucleation process takes no
more than 8 to 10 minutes. There is, obviously, no conceivable
intermediate stage between the nucleated red cells of reptiles
and the enucleated red cells of mammals. Therefore, all of the
participating molecular parts must be ready, essentially
simultaneously, for this event to occur.

Blood coagulation is another necessary and yet complicated
process, offering still another example of a transitional difficulty
in evolution. Any fluid which is contained within a pressurized
system will leak out if the system is punctured. Whether the leak
is small or large, if not completely sealed it will eventually drain
itself out. A creature having blood circulation, then, must also
possess a means of stopping the flow from a wound quickly and
completely, both for external cuts and for internal
hemorrhages.

About 20 different kinds of proteins are involved in our blood
coagulation process, and most of them have no other function
outside of their use in this event.105 Some of the factors are
involved in the formation of the clot; others are necessary to
localize and limit the clot formation to only the time and place
needed. Yet others remove the clot after the healing has
sufficiently progressed. The system is highly complex, and the
various components are quite interdependent. An intermediate
blood-clotting mechanism, having only a few of the necessary
parts, would be simply useless, if not lethal. An incipient system
possessing only those proteins which regulate the clotting
process, without the clotting factors themselves, would not stop
any wound. A small cut, or a typical case of internal
hemorrhaging, would surely bring about the demise of any

105 Michael Behe, Darwin’s Black Box, 1996, pg. 77-97.
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organism which had such an incomplete system. On the other
hand, if it had only those proteins which form the clot, but lacked
the regulatory mechanism, the blood would either never be
initiated, or else would begin coagulating unnecessarily, which
would quickly bring about the creature’s death. In short, no
organism with blood circulation could survive without a
functional blood-clotting system; and yet such a system would
not be functional until all of the necessary components are
present, working, and compatible. An intermediate blood
clotting system, therefore, would mean the rapid death of any
animal possessing it.

Examples of such transitional difficulties could be multiplied.
Attempts at plausible, detailed scenarios for such
transformations are simply never made. Instead, the difficulties
are breezed over without discussion, and it is often made to
appear that there are not really any great theoretical obstacles.
Taking the time to consider how these changes could have
actually happened, however, and recalling that these theoretical
problems coincide with both an absence of transitional forms
and a consistent element of stasis throughout the living world,
reveals how unfounded these evolutionary claims really are.
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How Complex Are Living Things?

Most of us are familiar with a child’s tricycle: a metal (or
plastic) frame, three wheels rolling on axles, and a steering
column on the front. It consists of relatively few parts.
Nevertheless, as simple as it is, upon seeing one we are instantly
aware that its origin is from an intelligent source; for it could not
have come about spontaneously by natural processes. Skipping
up a bit on the scale of complexity, we can consider an adult
bicycle equipped with brakes, a chain drive system, mechanisms
for changing gears and a large number of adjustable and
replaceable parts. Our conclusion that this object was also
invented by intelligent beings is strengthened not only by the
number of the parts, but also by the individual complexity of
each component, as well as by the integrated compatibility of
the various parts to each other.

Yet further up the scale would be an automobile, complete
with self-regulating systems for cooling and fuel delivery, an
engine harnessing the energy released from combustion, a
transmission and a multitude of other complicated parts.
Certainly no one would suggest that a machine such as this could
possibly originate by natural processes; but let us go even
further up the scale and consider the complexity of a space
shuttle, which undoubtedly must be listed among the most
complicated machines ever produced by modern technology. A
look at a photo of the control panel alone is enough to confirm
this conclusion, with a wide variety of displays, monitors,
gauges, dials, switches and so forth extending over numerous
square feet. The number of highly sophisticated components of
this craft would obviously be very great; and few would be
foolish enough to suppose that any natural, spontaneous
process could have fashioned even one of them.

We will now take the greatest leap yet in the direction of
increased complexity, and consider a single viable, self-
replicating cell. If this strikes some as an overstatement, it can
only be due to being unaware of the technological marvels of
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living things. As discussed earlier in the section on the origin of
life, building a self-replicating set of machinery is far beyond the
reaches of the most advanced engineering abilities possessed by
humanity. Any automated set of systems even approaching this
level of technology would necessarily consist of large amounts
of extremely sophisticated equipment. Yet this is precisely the
caliber of technological genius that is evident throughout
biology, even in the humblest bacterium or amoeba. Some may
claim that one day, our engineering ability will indeed reach a
point of constructing a self-replicating city of automated
machinery. But no one is arguing that such a technological
wonder will arise spontaneously by the forces of nature. In
short, if the technology of an automated self-reproducing
mechanical city cannot be produced except by the design of
highly intelligent beings, we have no rational alternative but to
conclude that living things were also the result of intelligent
design.

At this juncture, some evolutionists will respond that the
marvels of molecular nanotechnology are the result of many
millions of years of development; but this misses the point. If
any of the many necessary, highly complex components were
not available at the first appearance of the first living cell, it
would have been incapable of reproducing itself. Without
successful reproduction, there would be no descendants; and
without descendants, there is no chance, even theoretically, for
evolutionary development.

Besides this is the simple fact that neither millions nor even
billions of years will help natural processes to produce such
highly sophisticated systems. To maintain that they have, or can,
is to make a statement of faith not supported by any actual
evidence collected since Darwin’s day. Moreover, these are only
the most basic requirements for the most rudimentary forms of
life; the living world offers many more examples of advanced
technology than this. Indeed, the list of known complex
innovations which exist among living things would fill many
volumes. Several examples can be given to illustrate this point.

51



Certain bacteria, such as Escherichia coli and Salmonella,
move through their environments by means of rod-like
filaments known as flagella. Acting like propellers, these flagella
are whirled around by reversible rotary motors attached rigidly
to the cell wall of the bacteria.1%¢ Scientists have spent decades
studying these motors, in an effort to discover exactly how they
operate. The motors consist of at least 40 different kinds of
proteins, and can whip around at speeds of up to 100,000
rpm.197 By comparison, most automobile engines will fail long
before reaching even 1/4 of this speed. These nano-motors are
so efficient, and so well designed, that intelligent scientists, far
from inventing anything that can outdo them, are merely trying
to discover the brilliant ideas which make them function.

A typical garden spider uses up to six different chemicals to
produce several kinds of web thread, mixing them as needed to
make the various types necessary for strength and elasticity
(the frame and spokes requiring greater strength, and the spiral
pattern more elasticity). The material is not pressed out of
merely one tube, but as many as 600 tiny tubes are used to
squeeze out the thread fluid, which hardens upon contact with
air. (More holes are used for thicker thread, less for thinner.)
The slender threads are not merely pressed together, but are
twisted together like steel cables for greater strength. The
spider’s ability to traverse its web thread is a marvel of
engineering, requiring numerous complex innovations. Imagine
the difficulty of trying to construct a machine with eight legs
capable of moving about on threads as thin as a few thousandths
of a millimeter. Bear in mind as well that the fuel for this micro-
machine, as well as the raw materials for making the web
thread, are produced from the juices of dead insects.

The human eye does preliminary processing of the data it
receives before sending it (by a means not yet perfectly

106 Scientific American 233 (Aug. 1975), pg. 36-44. Scientific American 265
(Sept. 1991), pg. 168f. Trends in Microbiology 29 #11 (1 November 2021), pg.
1024-33.
197 Nature 371 (27 Oct. 1994), pg. 752.
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understood) to the brain. John Stevens, in the periodical Byte,
stated that to simulate 10 milliseconds of the processing of a
single nerve cell in the retina of the eye “would require the
solution of about 500 simultaneous nonlinear differential
equations 100 times;” and that it would take at least 100 years
of Cray supercomputer time “to simulate what takes place in
your eye many times every second.”108

It is apparent that enormous effort would be required to
design and build a visual system able to quickly and
automatically adjust to variations in distance and light, process
a huge amount of data in a fraction of a second, and send the
results to the brain at 300 mph. To suppose that such a system
came about by incidental chemical reactions and mindless
natural forces would seem absurd in the highest degree, as
Darwin himself acknowledged briefly in Chapter VI of The Origin
of Species. Of course, Darwin then proceeded to put forth a
scenario which, he supposed, might account for the eye; yet due
to the limitations of 19th century technology, he was unaware
of the complexity involved even in his theorized first step (i.e., a
light-sensitive spot). The molecular machinery required to
merely detect light is not at all simple: it is a level of advanced
technology that no one in Darwin’s day could even have guessed
at.199 Further, these photo-sensitive systems, which have now
been studied in detail at the molecular level, are not led up to by
any series of gradual steps, as required by Darwinian models;
and that is why no one in our times has put forth a detailed,
plausible scenario describing how the visual system could have
evolved. Complicating this picture even more is the wide
distribution of visual systems in the living world (in creatures
as diverse as vertebrates, shellfish, cephalopods, insects, and
even some jellyfish), which has forced evolutionists to theorize
that eyes have originated independently more than 20 times.110

108 Stevens, Byte 10 (April 1985), pg. 287.
19 For a discussion of this system, see Behe, Darwin’s Black Box, 1996, pg.
18-21.
10 Desalle & Tattersall, The Brain, 2012, pg. 100.
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The human brain outperforms any computerized system
produced by human technology. A comparison can serve to
illustrate this, at least in part. Computational speeds are
referred to by the acronym “flops,” meaning floating point
operations per second. Recently, technology has become
available which allows a desktop computer to be capable of
operating at the teraflops level, that is, at a trillion or more flops;
and as of May 2022, the Frontier supercomputer, produced by
Cray for Oak Ridge National Laboratories, had exceeded the
exaflops level—i.e., more than a quintillion calculations per
second. However, this system is massive, consisting of 74
cabinets, each weighing approximately four tons. It also uses
enormous amounts of energy; and due to this, the system must
be cooled by having 6,000 gallons of water per minute to be
moved through it, by four 350-horsepower pumps. Otherwise,
the heat generated by running these machines at such levels
would readily melt the computers. (The system consumes about
21 megawatts of power.) However, the human brain is
estimated to work at this exaflops level; and it is quite likely that
it operates at even higher levels than that. Yet, our brain fits in
a one-liter container, weighs just three pounds, and uses only
ten to twenty watts of power, about as much as a low-wattage
light bulb in a typical room lamp.111

Our brain is composed of about 100 billion special cells called
neurons, each of which is connected to many hundreds, or even
many thousands, of others by tiny fibers. This represents many
times more specific connections than that contained in the
entire telecommunication system of the whole world. In this
highly organized network, any neuron can be in contact with
others within a few thousandths of a second. Work has been
ongoing to develop a machine capable of true conscious thought
(i.e., “artificial intelligence”); but there is every reason to believe
that this goal will remain elusive for the foreseeable future.
Indeed, it can be argued that it will remain forever out of the
reach of human technology. Nevertheless, if it ever were

11 Science News 147 (15 Apr. 1995), pg. 235.
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accomplished, itis preposterous to believe it would be the result
of mindless natural forces. Instead, it would be achieved only by
the concerted efforts of many highly intelligent humans,
working very hard for a very long time.

The body of one person of average size contains over 200
bones, 600 muscles, 60 thousand miles of blood vessels (veins,
arteries, and capillaries), 10 thousand auditory nerve fibers, two
million optic nerve fibers and two million sweat glands, all put
into place in an orderly manner according to the specifications
of the DNA blueprints, the genetic instructions which, largely,112
direct the development and functioning of every living
organism. Our bodies are literally packed with engineering
marvels, having parts analogous to batteries, pumps, heaters,
coolers, pipes, valves, switches, filters, computational devices,
monitoring systems, etc.; and these innovations are consistently
far beyond the reach of modern technological capabilities.

There is, in fact, an entire field of science, called biomimetics,
which is devoted to studying the design of living things, in order
to discover new engineering concepts. In very many cases,
researchers have, by this means, found previously unknown
solutions to problems faced by human technology, or new ideas
to get tasks done more efficiently. One example could be the
design of lobster eyes, the study of which gave insights into
developing a new type of X-ray device.113 Another example
could be the setae which are found by the hundreds of millions
on the ridges of the toes of gecko lizards. Somewhat resembling
trees, these setae take advantage of the van der Vaals forces,
allowing geckos to crawl on vertical surfaces with ease. Based
on this discovery, researchers have developed a type of
adhesive bandage which can be used and reused up to 30
times.114

112 Epigenetic factors, of course, are also involved.
113 Hartline, Science 207 (4 Jan. 1980), pg. 47.]. R. P. Angel, Astrophysical
Journal 233 (1979), pg. 364-73.
114 proceedings of the National Academy of Science 99 #19 (17 Sept. 2002),
pg. 12252-56. New Scientist 105 #7 (19 Feb. 2008), pg. 2307-2312.
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In other cases, years of study have only served to show how
little we know. Engineers worldwide, for instance, have been
attempting for nearly five decades to build robots able to walk
as humans do. The work so far has made it clear how difficult of
a task this is going to be. Solving simultaneously the various
challenges to efficient bipedal locomotion is undoubtedly
something which will continue to fascinate researchers for
years, and probably decades, to come.11> Another goal has been
to produce robotic hands with the dexterity of the human hand,
which has proven to be a stupendous challenge. A huge
collaborative effort involving researchers from Yale University,
Harvard University, and iRobot (based in Bedford,
Massachusetts) managed to create multi-fingered robotic hands
which could complete a variety of tasks, such as picking up a
telephone or operating a power drill.11¢ But to build something
able to perform these actions, and also use a nail and hammer,
and knead dough, and tie shoes, and cut paper snowflakes, and
play a piano, and cook dinner, and do any number of things
which human hands do on a daily basis without even much
thought—this is something likely to abide indefinitely beyond
human abilities.

The point is that throughout the living world, there are
hundreds of millions of these sorts of complex innovations, most
of which our technological know-how either cannot produce, or
else can only render a crude, inferior imitation by comparison.
If it is that difficult for intelligent humans to produce these
things, or even (in many cases) even learn their secrets, how
plausible is it that mindless natural forces have invented them?
Invoking billions of years cannot help evolutionists to solve this
puzzle, because the sheer number of these innovations would
require, by their view, that a new one has come about, on
average, at least once every several years, and probably much
more often. Many years of research, on the other hand, have

115 Torricelli et al., Bioinspiration & Biomimetics 11 #5 (22 Aug. 2016), pg.

1002.

116 In the Autonomous Robotic Manipulation program, a competition

sponsored by the Defense Advanced Research Project Agency (DARPA).
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very often failed to allow us to even understand very well how
these wonders function. Thus, the actual evidence indicates that
the innovations of biology are the products of a mind far
superior to our own; that is, the mind of a Creator.
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What Do the Scriptures Say?

There are some who hold that evolution was the means by
which God created the world’s living things. This belief is known
as theistic evolution. It is certainly true that the Creator could
have chosen that means to create if He had so wished; and it is
equally true that an all-powerful, intelligent Being would be
necessary to engineer such a feat. Nevertheless, the
evolutionary model, as we have seen, is incompatible with the
facts of nature. Furthermore, it is thoroughly contrary to the
plain reading of Scripture.

To begin with, it is evident that Jesus!1” the Messiah held the
accounts in Genesis to be literal historical events. Not only did
Jesus refer to these events, but He cited details of the accounts
to give us instruction: Mark 10:6-9 (from Gen. 1:27; 2:23,24);
Matthew 23:25 (from Gen. 4:8); Matthew 24:37-39 (citing Gen.
6 and 7); and Luke 17:28-32 (referring to Gen. 19:23-26), to
name a few examples. Jesus Himself said concerning what Moses
wrote,

“But if ye believe not his writings, how shall ye believe my
words?” (John 5:47; see also Luke 16:27-31.)

Itis clear as well that the New Testament writers took literally
the events recorded in Genesis—which stands to reason, since
they would no doubt have believed what Jesus, their Rabbi and
Messiah, believed: 2 Peter 2:5 and Hebrews 11:7 (from Gen. 6
and 7); 2 Peter 2:6 and Jude: 7 (referring to Gen. 19:1-29);
Hebrews 11:3 and 2 Corinthians 4:6 (referring to Gen. 1);
Hebrews 11:4 and 1 John 3:12 (Gen. 4:4-8); Hebrews 11:5 (Gen.
5;22-24), and 1 Timothy 2:13,14 (Gen. 2:7-22).

Many who accept theistic evolution believe that the first
several chapters of Genesis, while affirming that the Creator did

117 The original Hebrew pronunciation for Jesus’ name is “Yeshua” ($9%?)
and comes from the Hebrew root - yw» - which means “salvation.” (See
Matthew 1:21)
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indeed make heaven and earth, are meant to be understood
metaphorically, or perhaps poetically, with significant use of
poetic license. In this way, they seek to reconcile Darwinian
ideas with the general idea of the God of the Bible, without
taking the narrative of Scripture literally. However, these
chapters do not have the hallmarks of Biblical Hebrew poetry.
For instance, a common device of ancient Hebrew poetry is the
doublet form, in which very similar statements are repeated (or,
less frequently, contrasting statements are juxtaposed). This
device appears often in books such as Psalms, Proverbs, and
[saiah, among other places. 118 This element is not clearly
present in the narrative of the beginning chapters of Genesis,
though it does appear in two brief utterances: one by Adam
(Gen. 2:23), and another by Lamech (Gen. 4:23). The features
which are present indicate prose; as, for example, the use of the
grammatical form known as the “vav consecutive,” as well as the
use of the article nx (‘et), which identifies the direct object.
These are common characteristics of historical narrative, used
very often in Old Testament books such as Judges, Kings, Ezra-
Nehemiah, and so forth. Thus, in the mind of the author of these
early chapters of Genesis, these words were intended to be
understood as history, and not poetry.

Others have argued that the “days” of Genesis 1 represent
extremely long periods of time, perhaps even geological ages.
One question which would naturally arise, though, is that if the
word “day” is to be understood as long ages, how are the words
“evening” and “morning” to be understood? It is much more
reasonable to conclude that the phrase “the evening and the
morning were the first day” is intended to be taken literally.

Further, the developments described in the creation narrative
contradict the order of the events in evolutionary chronology.
For instance, Genesis relates that on the 5t day, winged fowl
were created, along with sea creatures, which would include

118 Many examples can be offered, such as Psalm 1: 2, 5, 6; Psalm 2:1, 2, 3, 4,
5,8,9,10,11; Proverbs 1: 2,4, 5, 6, 7, 8; Isaiah 1: 3, 10, 18, 22, 24, 27, 28,
29, 30, etc.
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mammals such as dolphins, whales, and manatees. Terrestrial
“creeping things,” such as amphibians and reptiles, were created
after this, on the sixth day. Evolutionary models, by contrast,
state that amphibians and reptiles appeared on land long before
birds or mammals. Genesis also states that land plants were
created before marine animals; while evolution has precisely
the reverse. In fact, according to Genesis, grass and herbs and
trees were growing on the dry land before either the sun or
moon were made, which is contrary to all modern evolutionary
chronologies. And Genesis teaches that the first woman came
out of man (Gen. 2:7-23), while evolution teaches that the first
man came out of woman. Thus, these two accounts are
irreconcilable.

The words of the Creator in the Old Covenant likewise leave
no room for such an interpretation. God told Israel to do their
work during the first six days of the week, resting on the
seventh,

“For in six days Adonai made heaven and earth, the sea, and all
that in them is, and rested the seventh day.” (Exodus 20:8-11;
31:17)

A consistent application of the idea that “day” means an age
would make very little sense here. Were the Israelites supposed
to understand this as a commandment to work for six periods of
extremely long duration, and then rest for one multi-million-
year period? Indeed, there is no instance in the Scriptures where
either cardinal numbers combined with the word “days” (e.g.,
two days, three days, etc.), or ordinal numbers used with the
word “day” (e.g., second day, third day, etc.), is intended to give
the words “day” or “days” the sense of “age” or “ages.” Therefore,
no consistent application of this “day means age” principle is
possible in the Bible.

Some portions of Scripture, such as poetry or prophecy, do
indeed use symbolic imagery and metaphorical language. Yet it
is other passages from the Scriptures which enable us to rightly
divide the Word, and clarify the intended message. If the early
chapters of Genesis were meant to be understood in some sense
other than that which would naturally be extracted by any

60



straightforward reading of the text, then other passages could
be expected to indicate that. However, as briefly noted above,
the authors of other books in the Bible consistently indicate that
they understood these events as literal. Thus, we can either
believe the Scripture as it is written, or else force upon it our
own private interpretation, contrary to the counsel of the Word.
(2 Peter 1:20)

Despite popular modern prejudice, there is no reason to
believe that ancient peoples were any less intelligent than we.
Seeing, then, that evolutionary ideas can easily be taught even
to children, it is certain that the ancient Israelites could have
readily grasped such concepts, as well. Nor is there any basis for
supposing they could not have understood the notion of an
earth existing for vast ages before humanity appeared. Further,
itis an error to think these details were too insignificant for God
to bother to tell us, since the subject of origins is of such primary
importance as to be the very first message found in His Word.
That these concepts are absent, therefore, is powerful evidence
that they are incompatible with the Holy Scriptures.

It is certainly the case that no one who believes that the earth
is billions of years old, or that all living organisms are the
products of evolutionary development, holds such ideas based
on Scripture. Instead, these concepts are based on
interpretations of data formed by men, many of whom are
openly hostile to the Scriptures. Having first accepted
interpretations and opinions of fallen humans, theistic
evolutionists proceed to squeeze and conform the Scriptures to
fit these ideas. This is a very dangerous way to deal with the
Word of God.

The proper approach is to be committed to the conviction
that the Holy Scriptures are the very Message of our Creator to
us, that these words are inspired by His Spirit (2 Peter 1:21), and
that they are delivered to humanity so that we might have the
truth (2 Timothy 3:16). A man or woman who holds these things
to be true will not want to add to the Word, or take anything
from it. (See Deuteronomy 4:2, Proverbs 30:6, and Revelations
22:18,19.)
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There are, in fact, many points of contradiction between
evolution, with its attendant multi-million-year geochronology,
and Genesis; but two others are particularly worthy of note. The
first is that it destroys the clear Biblical account of the origin of
evil in our world. According to Genesis 1:31, after God had
finished making the heavens and the earth, including the first
human couple, everything was “very good.” All was in harmony
with the will of an all-good Creator. There was no evil present:
no death, nor sorrow, nor crying, nor any pain; nor was there
any curse, even as none of these things shall be in His eternal
Kingdom (Revelation 22:4; 22:3). God gave to both humans and
animals plants to eat (Gen. 1:29, 30); for no plant in Scripture is
referred to as “nephesh chayah,” a living creature. Instead, the
Biblical phrase “living creatures” is used to describe animals
such as fish, creeping things, cattle, or birds—and, of course,
humans—organisms possessing “nishmat chayim,” the breath
of life. Plants are alive in a biological sense; but in a Biblical
sense, they are not “living creatures.”

So, no living creatures died or suffered in that “very good”
world which God originally created, just as, in that world to
come, none shall hurt nor destroy (Isaiah 11:6-9). Genesis
chapter 3 then relates how that, through the rebellion of the first
human couple, death entered the world, along with the curse.
Thorns, pain, sorrow and death are the results of the curse
broughtinto the world as a righteous judgment, from a holy God,
against sin.

However, according to the evolutionary chronology, these
evils cannot be the results of human sin, since they were around
for millions of years before anything like human beings even
appeared. In that case, the “very good” world referred to in the
early portions of Genesis, and implied by the closing chapters of
Revelations (and other passages in Scripture), simply never
existed. In other words, if evolution and its chronology are
accepted as fact, then the Biblical narrative of Creation and the
Fall must be rejected as fiction. And with the rejection of the
Biblical narrative, no coherent explanation can be given for the
origin of evil in the context of a theistic universe. In short, by the
view of the theistic evolutionist, Creation was not marred with
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evil by the Fall; rather, Creation was the Fall. The theistic
evolutionist must hold that death, disease, suffering, thorns and
other evils were all put into the world by the Creator without
provocation, that they have accompanied biology for hundreds
of millions of years, and that therefore they must all, somehow,
be considered “very good.”

The other noteworthy contradiction is similar, and at least as
serious. Theistic evolution and its multi-million-year
chronology negate the atoning work of the Messiah. If there is
any statement by which Christian faith can be known, and with
which all Christians must agree, it is that Christ died for us
(Romans 5:5; 2 Corinthians 5:14,15). Jesus gave Himself as an
offering for our iniquities, as was prophesied (Isaiah 53:5-10),
dying to pay the price for our debt of sins (1 Corinthians 15:3).
The Biblical principle upon which this truth is based is that
death is the result of sin. Sin is what brought death into the world
originally (Romans 5:12-21; 6:16,21,23; 1 Corinthians
15:21,22). We all have sinned; and for this reason, we are all
worthy of death (Romans 5:12; Ezekiel 18:4). Under the Old
Covenant, the life (nephesh) of a clean beast was offered by
putting its blood on the altar; and that life (nephesh) would be
accepted in the stead of the soul (nephesh) who had sinned. This
was how atonement was made for a soul (nephesh) under the
law of Moses (Leviticus 17:11). A tree, or a bush, could not be
offered to atone for sin, since plants do not possess nephesh.

The fulfillment of these sacrifices, of course, was Jesus, God in
the flesh. He gave His life to atone for all sin (Matthew 20:28; 1
Timothy 2:5,6; Hebrews 2:9,14,15; 1 John 2:2). Nevertheless,
evolution contradicts all of this as well. For, if death, and the
extinction of whole species, was occurring for many millions of
years before humans sinned—or even before humans existed—
then death cannot be the result of human sin. Rather, death
would be merely an ancient, incidental fact of nature, and sin
merely something that everyone has done; and there would be
no connection between them at all. There would be no basis for
believing that anyone died because of sin; for by this view, sin
and death are completely unrelated. And so, it would not be true,
in that case, to say that Jesus died for our sins.

63



Some respond to this by insisting that the sin of Adam and
Eve resulted only in spiritual death, not physical death. Yet this
concedes the point. By this doctrine, they imply that there is
indeed no connection or relationship between sin and physical,
biological death. From this it follows that Jesus’ physical,
biological death on the cross cannot be of any effect in
redeeming from sin, for these two are totally disconnected.
Certainly, no Christian could accept such a statement.
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Controversy? What Controversy?

Neo-Darwinism, as a scientific model, is not doing well. As
noted earlier, it was developed nearly a century ago, years
before the advent of the electron microscope and the resulting
field of molecular biology. The enormous amounts of data which
have poured in from studies of developmental biology and
genetics at the molecular level, as well as the flood of discoveries
in paleontology which have largely established the overall
pattern of the fossil record—these facts have not been
particularly kind to the standard evolutionary model. Indeed, a
wide variety of authors are complaining about the incongruence
between Neo-Darwinism and the results of modern biological
research, and have been doing so for decades. In 1980, Stephen
J. Gould of Harvard University declared Neo-Darwinism to be
“effectively dead, despite its persistence in textbook
orthodoxy.” 119 Over three decades later, the developmental
biologist Eric Davidson concluded that the main assumptions of
the neo-Darwinian model are “basically counterfactual.” 120
Many others have reached similar conclusions.121

Much the same may be said of evolutionary ideas about the
origin of life. Carl Dose, a leading researcher in this field,
summed up his experience in 1988:

“More than 30 years of experimentation on the origin of life in
the fields of chemical and molecular evolution have led to a
better perception of the immensity of the problem of the origin
of life on earth rather than to its solution. At present all
discussions on the principle theories and experiments in the
field end in stalemate or in a confession of ignorance.”?2

119 Gould, Paleobiology 6 (1980), pg. 120.
120 Ericson, Developmental Biology 357 (2011), pg. 35,36.
121 See the long list of such publications in Meyer’s Darwin’s Doubt, 2013, pg.
415, footnote 13, and his discussion on pg. X and XI of the Prologue.
12 Dose, Interdisciplinary Science Review 13 #4 (1988), pg. 348.
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More than twenty years later, researchers reported only a
persistence of profound ignorance about this subject.123

And yet, based on typical biology classroom sessions, popular
media coverage, and common discussions among the general
public, one would never guess how poorly Neo-Darwinism and
origin-of-life research is faring. Further, in both of these
evolutionary fields, there remains a firm and openly
acknowledged unwillingness to consider the possibility of
divine creation. This is evident, for instance, in Crick’s
exhortation that biologists deliberately resist the suggestion of
design,124 or Richard C. Lewontin’s declaration that “we cannot
allow a Divine foot in the door,” regardless of the philosophical
consequences. 125 And this twin set of circumstances—a
steadfast insistence on allowing only fully naturalistic
explanations for our origins, and a world of data which is
completely incompatible with such explanations—has
produced an intensely interesting dichotomy. On the one hand,
public statements are regularly issued which give assurance
that standard evolutionary models are all but proven. On the
other hand, technical journals routinely publish devastating
critiques of all such models. Indeed, in the entire history of
science, it is quite probable that there has never been a wider
gulf between popular beliefs about the status of a set of theories,
and actual opinions about these theories among researchers
who are knowledgeable about them.

In reality, there is hardly any area of evolution that is not
fraught with difficulties and hotly contested within academia, as
researchers argue for their different implausible ways of
explaining the wonders of living things, and debate various
conflicting methods of forcing recalcitrant data into their
naturalistic paradigms. And all the while, the general public
remains largely ignorant of these controversies. In fact,
individuals not uncommonly express surprise, or even

123 Origins of Life & Evolution of the Biospheres 40 (2010), pg. 353-55.
124 Crick, What Mad Pursuit, 1988, pg. 138.
125 Lewontin, The New York Review, 9 January 1997, pg. 31.
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incredulity, at the suggestion that any controversy over
evolution even exists.

In sum, evolutionists remain committed to their opposition to
divine creation, but honestly have no idea how evolution may
have occurred. This leaves us a choice between accepting the
mutually conflicting, ever-changing, clearly implausible
opinions of men, or holding firmly to the unchanging truths of
the Creator. As Christians, we should stand by the statement of
Jesus, our Messiah:

“Sanctify them by Thy truth. Thy Word is truth.” (John 17:17)
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